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NTDB id 1029 TT RS02230 WP 011228203.1 ................MPVYQYKARDRQ.GRLVEATIEAEDLRTAARLLRDRGLFVAEIKEPGKGLQAEVRIPAL 58
NTDB id 1169 A1552VC RS11075 WP 000648511.1 ..MKAT......QTLPLKNYRWKGINSN.GKKVSGQMLAISEIEVRDKLKDQHIQIKKLKKGSVSLLAR.....L 61
NTDB id 1402 DSB67 RS12670 WP 010643257.1 ...MKT......IAPQLKNYRWKGINSS.GKKTSGNVLAMTEIEVRERLDAQHIKIKKLKKGSISFITK.....I 60
NTDB id 1112 NGFG RS09215 WP 003689811.1 ...MAKNGGFSLFAKKEKRFIFEGRHSASDKLVNGEVSAFTEEEARKKLAKRGIRPLQITRVKTS.........S 63
NTDB id 1113 AAA85695.1 219..1451( ) ...MAKNGGFSLFAKKEKRFIFEGRHSASDKLVNGEVSAFTEEEARKKLAKRGIRPLQITRVKTS.........S 63
NTDB id 90400 Cthiooxydans RS04000 WP 003062193.1 MASAASK......GIKEFLFEWEGKDRN.GKIVRGETRAGGENQIQAMLRRQGVTPSKIKKRRTR.........G 59
NTDB id 1252 GCO85 RS07730 WP 011213805.1 ...MDKN......SPPLLTFHYQGINKA.GQKMEGDIQARSLAIAKADLRKQGIVTNKVVKKRKPLFDR.....K 60
NTDB id 1198 PSJM300 03950 AFN76868.1 ...MAQK......AIKNSVFTWEGLDRQ.GAKIKGELSGVSPALVKAQLRKQGINPQKVRKKSISLFS......A 59
NTDB id 1016 ACIAD RS01680 WP 004920476.1 ..MAAKK......TQVMPVFAYEGVDRK.GIKLKGELPARNMALAKVTLRKQGITIRTIREKRKNIFEGL....L 62
NTDB id 1059 ABD1 RS01610 WP 000279215.1 ..MAVKK......AQMMPTFAYEGVDRK.GVKIKGELPAKNMALAKVTLRKQGVTVRNIREKRKNILEGL....F 62
consensus *** * * * ****** **** *** * ** ** !***** * ****** **

logo

E
N
S
T
G
K
H
R
K
G
R
K
P
V
I
G
T
K
G
L
S
T
P
Q

A
M
E
L
KDLIATLVI LFSTRQI

M
L
S
ATMI

L
M
E
G
M
N
T
K
S
T
AGI

L
V
T
P I
L
M
L
VQ

G
S
A
L
F
A
K
D
E
L
I
I
L
V
E
S
G
A
D
K
E
R
Q
N
G
F
N
Q
T
L
H
D
K
R
S
T
G
E

K
N
K
R
A
P
K
R
A
E
N
S

F
L
V
M
K
T
R
D
K
S
E
M
V
I
L

I
V
L
A
D
E
K
N
L
M

S
T
D
E
G
Q

L
V
I
T
K
R
H
K
N
Q
R
S
T
G

A
S
Q
D
E

I
V
A
E
Q
T
A
GGLMNSTAPTSMFLASAGEKRSSAMFL ISRNTKFKAYHKSPATKLQI

H
YFSNDDEPSTNRFLFYTVC

NTDB id 1029 TT RS02230 WP 011228203.1 ERGPGLKDLAIFSRQLATMLGAGLTLLQALAILERQTENRKFREILKQVRTDVEGGMAFSEALSKHK.IFSRLYV 132
NTDB id 1169 A1552VC RS11075 WP 000648511.1 THRVKSKDITILTRQLATMLTTGVPIVQALKLVGDNHRKAEMKSILAQITKSVEAGTPLSKAMRTASAHFDTLYV 136
NTDB id 1402 DSB67 RS12670 WP 010643257.1 SHRVKGKDITIFTRQIATMLMTGVPIVQALKLVSENHKKAEMKSILMSVTRAVEAGTPMSKAMRTASTHFDPLYT 135
NTDB id 1112 NGFG RS09215 WP 003689811.1 KRKITQEDITVFTRQLSTMIKAGLPLMQAFEIVARGHGNPSMTEMLMEIRGQVEQGSSLSRAFSNHPKYFDRFYC 138
NTDB id 1113 AAA85695.1 219..1451( ) KRKITQEDITVFTRQLSTMINAGLPLMQAFEIVARGHGNPSMTEMLMEIRGQVEQGSSLSRAFSNHPKYFDRFYC 138
NTDB id 90400 Cthiooxydans RS04000 WP 003062193.1 GKKIKPKDIALFTRQLATMMKAGVPLLQSFDIVGRGNTNPNVTKLLNDIRSDVETGTSLSAAFRKFPLYFNSLYC 134
NTDB id 1252 GCO85 RS07730 WP 011213805.1 NKKITQADITVFSRQLATMIESGIPLVQAFDIVAKGQSNKRLKDLIETIKHDIETGLTLAESLIKHPLYFNELFC 135
NTDB id 1198 PSJM300 03950 AFN76868.1 GKKIKPMDIALFTRQMATMMKAGVPLLQSFDIIGEGFDNPNMRKLVDDLKQEVAAGNSFASSLRKKPQYFDDLYC 134
NTDB id 1016 ACIAD RS01680 WP 004920476.1 KKKVKPLDIAIFTRQLATMMKAGVPLVQAFEIVAEGLENPAMRDVVLGLKNEVEGGNTFAGALRKYPQYFDNLFC 137
NTDB id 1059 ABD1 RS01610 WP 000279215.1 KKKVTTLDITIFTRQLATMMKAGVPLVQGFEIVAEGLENPAMREVVLGIKGEVEGGSTFASALRKYPQHFDNLFC 137
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NTDB id 1029 TT RS02230 WP 011228203.1 NLVRAGETSGGLDLILDRLASFLEKELELRGKIRSAMTYPVIVFVFAVGVAYFLLTGIVPQFAQILTDLGSELPL 207
NTDB id 1169 A1552VC RS11075 WP 000648511.1 DLVETGEMSGNLPEVFERLATYREKSEQLRAKVIKALIYPSMVVLVALGVSYLMLTMVIPEFESMFKGFGAELPW 211
NTDB id 1402 DSB67 RS12670 WP 010643257.1 DLIATGEQSGNLSQVFERLATYREKSEQLRAKVIKALIYPAMVVLVALGVSYLMLTRVIPEFEKMFTGFGADLPA 210
NTDB id 1112 NGFG RS09215 WP 003689811.1 NLVAAGETGGVLESLLDKLAIYKEKTQAIRKKVKTALTYPVSVIAVAIGLVFVMMIFVLPAFKEVYANMGAELPP 213
NTDB id 1113 AAA85695.1 219..1451( ) NLVAAGETGGVLESLLDKLAIYKEKTQAIRKKVKTALTYPVSVIAVAIGLVFVMMIFVLPAFKEVYANMGAELPA 213
NTDB id 90400 Cthiooxydans RS04000 WP 003062193.1 NLVEAGEAAGILESLLDRLATYMEKTEAIKSKIKSALMYPTSVMIVAFVVVTVIMIFVIPAFKEVFTSFGADLPA 209
NTDB id 1252 GCO85 RS07730 WP 011213805.1 NLVDAGEKSGSLDIMLDKVATYKEKIEIIKKKIKKALTYPIAVMVVALLVTAGLLIYVVPQFESLFKGFGADLPA 210
NTDB id 1198 PSJM300 03950 AFN76868.1 NLVDSGEQSGSLETLLDRVATYKEKTEALKAKIKKAMNYPIAVVLVAVIVTAILLIKVVPQFQDVFANFGAELPA 209
NTDB id 1016 ACIAD RS01680 WP 004920476.1 SLIESGEQSGSLEIMLDRVAVYKEKSEVLKQKIKKAMKYPATVIVVAIVVTIILMVKVVPVFKDLFTSFGADLPA 212
NTDB id 1059 ABD1 RS01610 WP 000279215.1 SLVESGEQSGALETMLDRVAIYKEKSELLKQKIKKAMKYPATVIVVAIVVTIILMVKVVPVFQDLFASFGADLPA 212
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NTDB id 1029 TT RS02230 WP 011228203.1 LTRFLIAVSDLLRAATLPLLLLAVALFFAY.RWYYGTPQGRRVIDRLKLRLPVFGNLNRKTAVARFSRTLALLLS 281
NTDB id 1169 A1552VC RS11075 WP 000648511.1 FTQQVLKLSHWVQAYSLWAFIAIAAAIFGLKALRKNSFQIRLKTSRLGLKFPIIGNVLAKASIAKFSRTLATSFA 286
NTDB id 1402 DSB67 RS12670 WP 010643257.1 FTQMVLNLSAWTQNWGPFIGLSFVSLLISGKIMSQRSDSFRLLAARSSLRVPILGPVLSKAAIAKFSRTLATSFS 285
NTDB id 1112 NGFG RS09215 WP 003689811.1 LTQTVMDMSDFFVSYGWMVLIALGFAIYGFLKLKARSIKIQRRMDAILLRMPIFGDIVRKGTIARWGRTTATLFA 288
NTDB id 1113 AAA85695.1 219..1451( ) LTQTVMDMSDFFVSYGWMVLIALGFAIYRFLKLKARSIKIQRRMDAILLRMPIFGDIVRKGTIARWGRTTATLFA 288
NTDB id 90400 Cthiooxydans RS04000 WP 003062193.1 PTLLVMGISDYFVQYWWLIFGVLGGGIYFFMQAWKRNERVQQFMDRTILKLPIFGVLIEKSCVARWTRTLSTMFA 284
NTDB id 1252 GCO85 RS07730 WP 011213805.1 MTRAVITMSEFMQAYWYIIFGALGGVVYSFFYAKNHSLEFAQTIDRVMLKLPVIGPILEKAAIARFARTLSITFA 285
NTDB id 1198 PSJM300 03950 AFN76868.1 FTLMVIGLSEALQAWWYVVLAGFVGAAYAFKQAHTRSEKFRNWFDRLMLKVPVVGDILYKSSVARFARTLSTTFA 284
NTDB id 1016 ACIAD RS01680 WP 004920476.1 FTQLVVNMSNWMQDYWFILILVIGAAIAGFLEARKRSKRFRDQLDRLVLRLPIVGDLVYKAIIARYSRTLATTFA 287
NTDB id 1059 ABD1 RS01610 WP 000279215.1 FTQMVVNMSKWMQEYWFIMIIAIGAVIAAFLEAKKRSKKFRDGLDKLALKLPIFGDLVYKAIIARYSRTLATTFA 287
consensus *!**** *!**** ***************** ** ** *** *****!**!**!*** !* *!***!!******

logo

S
AGLIVNP I

L
I
L
V
A
T
E
D
S
V
ALAEKDI

T
S
V
T
G
K
S
A
K
G
T
A
A
S
T
N
GNI

M
S
T
Y
L
V

L
H
V
I
V
F
Y
A
K
Q
R
E
L
N
Q
S
T
K
E

I
A I
V
T
L
M
D
E
N
R

A
R
E
K
A
V
I
Q
K
Y
R
L
R
S
T
E

K
E
R
D
I
T
V
Q
I
S
A
S
A
Q
TGDTLMQPSQLMF

Q
Y
N
T

L
V
S
F
I

S
T
G
A
L
M
E
A
R
QI
T
V
A
H
N

A
C
P
S
T
F
G
H
E
N

A
I
T
R
V
LFPPTENSLMMAVSVILSQMCTSVMSAIGEETSGQRSAI

L
E
D
H
K
S
T
E
DMLGDSNKI

A
VAANEDT

NTDB id 1029 TT RS02230 WP 011228203.1 SGVNIVEALDITKGTAGNSVVEEIVEAAKLKIQQGDPLNLTLAQHPFVFPPMVSSMVAIGEETGALDTMLSKVAD 356
NTDB id 1169 A1552VC RS11075 WP 000648511.1 AGIPILASLKTTAKTSGNVHFETAINEVYRDTAAGMPMYIAMR.NTEAFPEMVLQMVMIGEESGQLDDMLNKVAT 360
NTDB id 1402 DSB67 RS12670 WP 010643257.1 AGIPILTALKTTSKTSGNMHYQLAIEEVYRDTAAGMPMYIAMR.HCHVFPELVLQMVMIGEESGRLDDMLNKIAA 359
NTDB id 1112 NGFG RS09215 WP 003689811.1 AGVPLVDVLDSTAGAAGNLIYEEATREIRTRVIQGLSMTSGMR.ATELFPNMMLQMSSIGEESGSLDDMLNKAAE 362
NTDB id 1113 AAA85695.1 219..1451( ) AGVPLVDVLDSTAGAAGNLIYEEATREIRTRVIQGLSMTSGMR.ATELFPNMMLQMSSIGEESGSLDDMLNKAAE 362
NTDB id 90400 Cthiooxydans RS04000 WP 003062193.1 AGVPLVEALDSVGGASGNYLYKNATDRIQSEVSTGTSLTVAMA.NANIFPSMVLQMCAIGEESGAIDHMLGKAAD 358
NTDB id 1252 GCO85 RS07730 WP 011213805.1 AGLPLVEALKSVAGATGNIIYAKATDKIREEVATGQQMFIAME.NTHLFPNMVIQMVAIGEESGALEKMLSKVAD 359
NTDB id 1198 PSJM300 03950 AFN76868.1 AGVPLVDALDSVAGATGNVVFRSATNKIKSDVSSGMQLNFSMR.TTGTFPSMAVQMTAIGEESGALDEMLSKVAT 358
NTDB id 1016 ACIAD RS01680 WP 004920476.1 AGVPLIDALASTAGATNNTVYEQAVLKIREDVSTGQQLNFAMR.VSNRFPTMAIQMVAIGEESGALDEMLDKVAN 361
NTDB id 1059 ABD1 RS01610 WP 000279215.1 AGVPLIDALESTAGATNNVIYEKAVMKIREDVATGQQLQFAMR.ISNRFPSMAIQMVAIGEESGALDSMLDKVAT 361
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NTDB id 1029 TT RS02230 WP 011228203.1 FYEREVDEAVASLTAAIEPLMIIFLGVIVGMIVAGMFLPLFKIIGTLSVQ 406
NTDB id 1169 A1552VC RS11075 WP 000648511.1 IYEFEVDNTVDNLGKILEPLIIVFLGTVVGGLVVAMYLPIFNLMSVLG.. 408
NTDB id 1402 DSB67 RS12670 WP 010643257.1 IYEFEVDNTVDNLSKILEPLIIVFLGVVVGGLVTAMYLPIFNLMSVLG.. 407
NTDB id 1112 NGFG RS09215 WP 003689811.1 FYEDEVDNAVGRLSAMMEPIIIVILGLVIGTLLVAMYLPLFNLGNVVA.. 410
NTDB id 1113 AAA85695.1 219..1451( ) FYEDEVDNAVGWLSAMMEPIIILILGLVIGTLLVAMYLPLFNLGNVVA*. 410
NTDB id 90400 Cthiooxydans RS04000 WP 003062193.1 FYESEVDEMVAGLSSLMEPIIIVFLGTLIGGIVVSMYLPIFKLGQVV... 405
NTDB id 1252 GCO85 RS07730 WP 011213805.1 FYEEEVNNAVDALSSLLEPIIMSILGILVGGLVVAMYLPIFKLGSAV... 406
NTDB id 1198 PSJM300 03950 AFN76868.1 FYEDEVDNMVDGLTALMEPMIMAVLGVLVGGLIIAMYLPIFQMGSVV... 405
NTDB id 1016 ACIAD RS01680 WP 004920476.1 YYESEVDHAVDGLTSMMEPLIMAILGILVGGLVIAMYLPIFQMGSVV... 408
NTDB id 1059 ABD1 RS01610 WP 000279215.1 YYENEVDNAVDGLTSMMEPLIMAILGVLVGGLVIAMYLPIFQMGSVV... 408
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