
logo MI
T
K
R
F
LNLCAAGS IVALALSGAALVAAPTAPS IVDLMYGSNNLQFSKI ELAMETTASGYNYDQMVKYHDQAKTI STVKFNQWSGNTPTGDTYNI

NTDB id 90373 FORC16 RS15065 WP 060533036.1 MTKLNLCAASIALALSGAALAAPTAPSIDLYGSNNLQFSKIELAMETTAGYNQMVKYHDQATISVKFNQWSGNTGDTYNI 80
NTDB id 1298 VP RS15510 WP 005482861.1 MIRFNLCAAGVALALSGAAVAAPTAPSVDMYGSNNLQFSKIELAMETTSGYYDMVKYHDQAKITVKFNQWSGTPGDTYNI 80
consensus ! * !!!!! *!!!!!!!!*!!!!!!!*!*!!!!!!!!!!!!!!!!!! !! !!!!!!!! !*!!!!!!!! *!!!!!!

logo YFDGVKVASTGAP I STGGSQTATATFDQYGKQGGLYQME I EACDATGCASKSADPAE ITIADTDGSHLKPLTMNVDPNNKSTYNTDPSLVV
NTDB id 90373 FORC16 RS15065 WP 060533036.1 YFDGVKVASGPISGSQTAATFQYGKGGLYQMEIEACDATGCAKSAPAEITIADTDGSHLKPLTMNVDPNNKSYNTDPSLV 160
NTDB id 1298 VP RS15510 WP 005482861.1 YFDGVKVATGAITGGQTTATFDYGQGGLYQMEIEACDATGCSKSDPAEITIADTDGSHLKPLTMNVDPNNKTYNTDPSVV 160
consensus !!!!!!!!*!*!*! !! !!! !! !!!!!!!!!!!!!!!! !! !!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!*!

logo

M
VGTYFVEWGIYGRNYTVDNI

MPADQNLTHI LYGF IP ICGPNESVKSVGGNSFNALQTACQRGVPDYEVVIHDPWAAYQKSFPQ
NTDB id 90373 FORC16 RS15065 WP 060533036.1 VGTYFVEWGIYGRNYTVDNIPAQNLTHILYGFIPICGPNESVKSVGGNSFNALQTACQGVPDYEVVIHDPWAAYQKSFPQ 240
NTDB id 1298 VP RS15510 WP 005482861.1 MGTYFVEWGIYGRNYTVDNMPADNLTHILYGFIPICGPNESVKSVGGNSFNALQTACRGVPDYEVVIHDPWAAYQKSFPQ 240
consensus *!!!!!!!!!!!!!!!!!!*!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!

logo AGHEQYSTP IKGNYAML
MMALKQRNYPDLKI IPS IGGWTLSDPFFYDFVDNKAKNRDTFVASVKKRFLKTTWKFYDGVDIDWEFPGGDG

NTDB id 90373 FORC16 RS15065 WP 060533036.1 AGHQYSTPIKGNYAMMMALKQRYPDLKIIPSIGGWTLSDPFFDFVDKKNRDTFVASVKRFLTTWKFYDGVDIDWEFPGGD 320
NTDB id 1298 VP RS15510 WP 005482861.1 AGHEYSTPIKGNYAMLMALKQRNPDLKIIPSIGGWTLSDPFYDFVNKANRDTFVASVKKFLKTWKFYDGVDIDWEFPGGG 320
consensus !!! !!!!!!!!!!!*!!!!!! !!!!!!!!!!!!!!!!!!*!!! ! !!!!!!!!!!*!! !!!!!!!!!!!!!!!!!

logo GAAAPDNKLGDPAVNRDGPQAYVADLMRELRATMLDNELEAETGRTYELTSAIGVGHYDKI EDVNYADAI
VQYMDYI FAMTYDFYGGWNNV

NTDB id 90373 FORC16 RS15065 WP 060533036.1 GAAPNLGDPARDGQAYVDLMRELRTMLNELEAETGRTYELTSAIGVGHDKIEDVNYADAIQYMDYIFAMTYDFYGGWNNV 400
NTDB id 1298 VP RS15510 WP 005482861.1 GAAADKGDPVNDGPAYVALMRELRAMLDELEAETGRTYELTSAIGVGYDKIEDVNYADAVQYMDYIFAMTYDFYGGWNNV 400
consensus !!!* !!! !!*!!! !!!!!! !! !!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!

logo PGHQTALYCGNSFMRPGQCDGSTGVDENGEVAPYKGPAYTASDHNGIQLLLAQGVPANKLVLGTAMYGRGWEGVMTPDSTLRTDPNDPM
NTDB id 90373 FORC16 RS15065 WP 060533036.1 PGHQTALYCGNFMRPGQCDGTGVDENGVPYKGPAYTSDHGIQLLLAQGVPANKLVLGTAMYGRGWEGVMPSTLRDPNDPM 480
NTDB id 1298 VP RS15510 WP 005482861.1 PGHQTALYCGSFMRPGQCDGSGVDENGEAYKGPAYTADNGIQLLLAQGVPANKLVLGTAMYGRGWEGVTPDTLTDPNDPM 480
consensus !!!!!!!!!! !!!!!!!!!*!!!!!! *!!!!!!! !*!!!!!!!!!!!!!!!!!!!!!!!!!!!!! ! !! !!!!!!

logo TGTATGKLKGSTATQGVWEDGVIDYKGIKSFMLGAPNNSTGINGFEYGYDADQAEAPW
YVWNRTTGEL ITFDDHRSVLAKGASYAK

NTDB id 90373 FORC16 RS15065 WP 060533036.1 TGTATGKLKGSTTQGVWEDGVIDYKGIKSFMLGPNSTGINGFEYGYDDQAEAPYVWNRTTGELITFDDHRSVLAKGAYAK 560
NTDB id 1298 VP RS15510 WP 005482861.1 TGTATGKLKGSTAQGVWEDGVIDYKGIKSFMLGANNTGINGFEYGYDAQAEAPWVWNRTTGELITFDDHRSVLAKGSYAK 560
consensus !!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!*! !!!!!!!!!!! !!!!!*!!!!!!!!!!!!!!!!!!!!!! !!!



logo SLGLAGLFSWE IDADNGDI LNAMHEGLMAGGVVI
P
P
QPNKRKPTAANAGADQVSVVTVGPASTVTVLDGSAQSKDASDEGPTIASYAWETQVSGPT

NTDB id 90373 FORC16 RS15065 WP 060533036.1 SLGLAGLFSWEIDADNGDILNAMHEGLAGGVVIPPNKKPTANAGADVVVVGPATVTLDGSASKDAEGPIASYAWTQVSGP 640
NTDB id 1298 VP RS15510 WP 005482861.1 SLGLAGLFSWEIDADNGDILNAMHEGMAGGVVPQPNRKPTAAAGADQSVTGPASVVLDGSQSKDSDGTIASYAWEQVSGT 640
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!**!!*!!!! !!!! ! !!!*! !!!! !!! *!*!!!!!! !!!!*

logo AVTVLATGANTAKSASFDAAPEVTAVAEEQQFLTFKQLTVTDANDEGASTASDLTVVVTVKNPTAKGDVTVDGPVNNTAPVAKQVTVAPATANAGDVVVVDA
NTDB id 90373 FORC16 RS15065 WP 060533036.1 AVTLTGANTASASFDAPEVTAAQQFTFQLTVTDADGASASDTVVVTVNTK.DTGPVNTAPVAKVTAPATANAGDVVVVDA 719
NTDB id 1298 VP RS15510 WP 005482861.1 AVVLAGANTAKASFDAAEVTVEEQLTFKLTVTDNEGATASDLVVVTVKPAGVVDPVNNAPVAQVVAPATANAGDVVVVDA 720
consensus !! ! !!!!! !!!!!*!!! ! !! !!!!! *!!*!!! !!!!! * * !!! !!!! ! !!!!!!!!!!!!!!!

logo SASSTDADNDTLTFYNTWQTLPAQGLNVAQTTVNGASKQVTFTAAEYPTAQDTSLSTFTVSTVSDGKQASSSVASATTVVVAKQHKTVTDDPNGPGTCDSNAW
NTDB id 90373 FORC16 RS15065 WP 060533036.1 SASTDADNDTLTYTWQLPAGLVAQTNGAQVTFTAAEYTADTSLTFTVTVSDGQASSVASTTVVVAKKV..DNGGTCSNAW 797
NTDB id 1298 VP RS15510 WP 005482861.1 SASSDADNDTLTFNWTLPQGLNATVNGSKVTFTAAEYPQDTSLSFTVSVSDGKASSSASATVVVAQHTTDPNPGTCDNAW 800
consensus !!!*!!!!!!!!* ! !! !! ! !! !!!!!!!!* !!!!*!!!*!!!! !!! !! !!!!! * ***!*!!! !!!

logo DASAVYTGGNQQVTHAGKTWEAKWWTQTGDEDPSKSGEQWGVWKE I
VGPVANCN

NTDB id 90373 FORC16 RS15065 WP 060533036.1 DASAVYTGGQQVTHAGKTWEAKWWTTGEDPSKSGQWGVWKEIGPANCN 845
NTDB id 1298 VP RS15510 WP 005482861.1 DASAVYTGGNQVTHAGKTWEAKWWTQGDDPSKSGEWGVWKEVGVANCN 848
consensus !!!!!!!!!*!!!!!!!!!!!!!!! !*!!!!!! !!!!!!*!*!!!!

X non conserved

X similar

X ≥ 50% conserved


