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VVEAIAVPGAASTN
NTDB id 90348 FORC16 RS02955 WP 060532389.1 .MKISHLSVLIGCTLAAGAQAAMNIQPDPQNPNGYVVSRVDLQAAEQAQTADPMYAIWSKALETRSNTIVEAIAPGAASN 79
NTDB id 1299 VP RS02975 WP 005483021.1 MFALKHLPIALSCVLAAQANASMNIQPDPQNPNGYVIARGDVQAMEQSKTSDPMYAIWSQALETRPNSVVEAIVPGAATN 80
consensus * * !!** * ! !!! !*! !!!!!!!!!!!!!!* ! !*!! !! ! !!!!!!!! !!!!!*!**!!!! !!!!*!

logo PDENVKRTVERVFPEQSEWDFLTHQMAAPEYTYTRFLKRAIGKFPAFCGEYSTDGRDSDAICKKS IVTAFAHFAQETGGHIAS IDNV
NTDB id 90348 FORC16 RS02955 WP 060532389.1 PDNVKRTERVFPQSEWDFLTHMAAPEYTYTRFLKAIGKFPAFCGEYSDGRDSDAICKKSIVTAFAHFAQETGGHIAIDNV 159
NTDB id 1299 VP RS02975 WP 005483021.1 PENVKRVERVFPESEWDFLTQMAAPEYTYTRFLRAIGKFPAFCGEYTDGRDSDAICKKSIVTAFAHFAQETGGHISIDNV 160
consensus !*!!!! !!!!! !!!!!!!*!!!!!!!!!!!!*!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!

logo SDNPLGLEEWQQALVHVREMGWSEGQAEGYTTGCGQNDWQNKRWPCEAPGQGYFGRGAKQLSYHFNYGAFSEVMF
YDGDASTVL

NTDB id 90348 FORC16 RS02955 WP 060532389.1 SDNPLGLEEWQQALVHVREMGWSEGQAGYTTGCGQNDWQNKRWPCEAGQGYFGRGAKQLSYHFNYGAFSEVMYDGDATVL 239
NTDB id 1299 VP RS02975 WP 005483021.1 SDNPLGLEEWQQALVHVREMGWSEGQEGYTTGCGQNDWQNKRWPCEPGQGYFGRGAKQLSYHFNYGAFSEVMFDGDASVL 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!*!!

logo LKNPAGLVADSWLNLASAIWFFLTPQAPKPAMLHVIDRTWVPSQRELVDAGIGYGFGTTINVINGGI ECGEQNKDKGQPVNR
NTDB id 90348 FORC16 RS02955 WP 060532389.1 LKNPALVADSWLNLASAIWFFLTPQAPKPAMLHVIDRTWVPSQREVDAGIGYGFGTTINVINGGIECGEQNKDKGQPVNR 319
NTDB id 1299 VP RS02975 WP 005483021.1 LKNPGLVADSWLNLASAIWFFLTPQAPKPAMLHVIDRTWVPSQRELDAGIGYGFGTTINVINGGIECGEQNKDKGQPVNR 320
consensus !!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo I RYWEGLAASHYQIP I
VEADEKNTCWQQTPYGSLNLNGATDVLYTNWDGNWKYYASDRPGGHYSFECELVGFQTAYSALVAPGDY

NTDB id 90348 FORC16 RS02955 WP 060532389.1 IRYWEGLASHYQIPVEADEKNTCWQQTPYGSLNLNGATDVLYTNWDGNWKYYADRPGGYSFECELVGFQTAYSALVPGDY 399
NTDB id 1299 VP RS02975 WP 005483021.1 IRYWEGLAAHYQIPIEADEKNTCWQQTPYGSLNLNGATDVLYTNWDGNWKYYSDRPGGHSFECELVGFQTAYSALVAGDY 400
consensus !!!!!!!! !!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!*!!!!!!!!!!!!!!!!!*!!!

logo EKCVTNFYGQSHAGSWPEVRVVDKLDPVDPGVDTPQPGVGGVANAEWDSASGSKVYNVATGDQVSTYKQGATVYEKAKWWSTQGNDEPSTKLGDGPWEKLVASG
NTDB id 90348 FORC16 RS02955 WP 060532389.1 EKCVTNFYGSHASWPEVRVVDKLDPVDPGTQPGG..NEWSASKVYVAGDQVTYKGATYKAKWWTQGNDPSLGGPWELVAG 477
NTDB id 1299 VP RS02975 WP 005483021.1 EKCVTNFYQSHAGWPEVRVVDKLDPVDPVDPPVGGVAAWDSGKVYNTGDQVSYQGAVYEAKWWSQGNEPTKGDPWKLVSG 480
consensus !!!!!!!! !!! !!!!!!!!!!!!!!! *! !** ! !!! !!!!*! !! ! !!!!*!!!*!* ! !! !! !

logo TPTEPPTPTTEPDPEPPVPTVPTDEPETPPVTEPEPPDVPTEPETPDPPVTEPEPPVPTPVPTGSTF IQWEPGVTQVANGDEKVTYNQGNKCF IVAKNGPGVWEST
NTDB id 90348 FORC16 RS02955 WP 060532389.1 TPTEPTPTPDPVPTPDPTP........DPEPTPDPTPEPTPVPGTFIQWEPGVTQVANGEKVTYNGKCFIAKNGPGVWET 549
NTDB id 1299 VP RS02975 WP 005483021.1 TPTEPPTTEPEPPVTEPEPPVTEPEPPVTEPEPPVTEPVPPVTGSFIQWEPGVTQVANGDKVTYQNKCFVAKNGPGVWES 560
consensus !!!!!**!****! **! !******** *!! !**!****!!*!*!!!!!!!!!!!!!!*!!!!* !!!*!!!!!!!!!*



logo PTQSNWFWDE I SCQ
NTDB id 90348 FORC16 RS02955 WP 060532389.1 PTQSNWFWDEISCQ 563
NTDB id 1299 VP RS02975 WP 005483021.1 PTQSNWFWDEISCQ 574
consensus !!!!!!!!!!!!!!
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