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LR ATALATAT AR A bt FE AL G A

MLVALNEEKERVLATTALRKTQYFCPVCGKQVILKRGLKVISHFAHKHLAEQKCFNNETIKHYKSKLILAQMIQQQGIZKYV|
MLVALNEEKERVLATTALRKTQYFCPVCGKQVILKRGLKVISHFAHKHLAEQKCFNNETIKHYKSKLILAQMIQQQGCKY|
MLVALNEEKERVLATTALRKTQYFCPVCGKQVILKRGLKVISHFAHKHLAEQKCFNNETIKHYKSKLILAQMIQQQGCKV

UL DI ELS TR LA WS LLDTY ARt

EIEPFLKEIKQIPDILINNKYVIELQYSPIPYKQILQRTEGLKKMGYKVSWLLNDVDYCHNKVKFNHFQS FINPIYTRKL
EIEPFLKEIKQIPDILINNKYVIELQYSPIPYKQILQRTEGLKKMGYKVSWLLNDVDYCHNKVKFNHFQSLFINPITRKL
EIEPFLKEIKQIPDILINNKYVIELQYSPIPYKQILQRTEGLKKMGYKVSWLLNDVDYCHNKVKFNHFHSLFINPITRKL

LR FRIGHL AR EL P DAOAEATEA I ROLE T

HTFNLEKKQIMMFQQIQYLGGHKYVAEKRNAKIBELFNEAPCDYHAVYKLSKFAINQYIKYCRWQNSVLEPTLSAMYQLQ
HTFNLEKKQIMMFQQIQYLGGHKYVAEKRNAKIIELFNEAPCDYHAVYKLSKFAINQYIKYCRWQNSVLEPTLSAMYQLQ
HTFNLEKKQIMMFQQIQYLGGHKYVAEKRNAKITIELFNEAPCDYHAVYKLSKFAINQYIKYCRWQNSVLEPTLSAMYQLQ

NGV LA KHLCRAFRURE VLT ERL L 3

LTDQEVVHNYGYIFPEQIYIJWNHPIEWQLQVDLWLKNGKSKLVNDNLNYFKLKKFIV LESKTAITIEKLINNYLNICSDR|
LTDQEVVHNYGYIFPEQIYIENHPIEWQLQVDLMLKNGKSKLVNDNLNYFKLKKFIVALESKTAIIEKLINNYLNICSDR|
LTDQEVVYNYGYIFPEQIYIENHPIEWQLQVDLWLKNGKSKLVNDNLNYFKLKKFIVALESKTAITIEKLINNYLNICSDR|

DAL

GNDVQILFEYE
GNDVQILF|EPE
GNDVQILFEYE

X non conserved
B similar
> 50% conserved

160
160
160

240
240
240
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320
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