
logo

MAM
S
A
RG
M
F
L
I
VNQKRTVMVI IL IVGNRLGTNQKRDVPDEMVLRTYMTQSPANSGDGVANAVGAHNSTI

L
V
F
S
T
I
M
V
LATVSNERQSTW

F
K
N
R
T
D
N
Q
K
A
A
M
N
Q
S

TGDE I
Q
R
K
REKVETAEDYWFVHIRNI

V
C
I
T
V
F
I
T
V
L

Y
F
W
G
K
R
R
K
L
S
T
QAEVNFTAVNGAEKLQNFYCTLQSKRKGSKQLATVYGI

V
NTDB id 624 LCA RS00040 WP 011373726.1 ....MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNAN.GDR..EADFINCVIWRKSAENFANFTKKGSLVGV 73
NTDB id 90294 LPC25 RS10315 WP 000610650.1 ....MINRTILVGRLTRDPELRTTQSGVNVASFTLAVNRTFTNAQ.GER..EADFINVIVFKKQAENVNKYLSKGSLTGV 73
NTDB id 113 BSU 40900 NP 391970.1 ....MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQS.GER..EADFINCVTWRRQAENVANFLKKGSLAGV 73
NTDB id 112 BSU 36310 NP 391512.2 ....MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNAS.GEI..EADYVNCTLWRKTAENTALYCQKGSLVGV 73
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
consensus **!*****!*!**!***!** !**!** **!***** * !** ****** ***** !!* * ***!!!****

logo

S
E
DGKQRI

L
K
QTRSKNW

Y
Q
E
D
N
E
K
Q
N
S
E
QGVQNDRRVFYSTVTE I

V
I
L
Q
V

G
V
A
QGYNE

G
D
I
N
T
V
S

F
I
L
M
V

R
S
Q
L
M
F
M
L
G
D
E
G
S
P
K
R
A
P
S
T
N

G
Q
R
T
S

E
N
Q
T
G

D
E
K
G
A
D
G
Q
S
T

A
F
G
M
Q
R

D
G
P
S
Q

A
D
G
D
G
L
N
Q

Q
G
Y
A
N
Q
G
E
M
Q
S
G
Q
V
W
N
F
N
Q
S

G
N
Q

A
G
S
T
V

G
NQSY

P
F
A
G
Q
G
N
T

N
G
Q
S
Y

Q
N
D
Q
N
S
G
P
S
G
W
Y
F
S
T
G
D
G
Q
S

N
P
R
Y
Q
A
G
N
Q

N
P
T
Q

A
G
N
Q
S

K
Q
R
N
A
N
Q
R
Y

F
H
N
P
S

A
N
Q

GG

NTDB id 624 LCA RS00040 WP 011373726.1 DGRLQTRNYENQQGQRVYVTEVVV....DNFSLLESRTTTEQRQGDGASQNFNSNQS..NGSQQSGFTSPQQTGNAPA.. 145
NTDB id 90294 LPC25 RS10315 WP 000610650.1 DGRLQTRNYENKEGQRVYVTEVIA....DSIQFLEPKNSNDTQQDLYQQQVQQT................RGQSQYSN.. 131
NTDB id 113 BSU 40900 NP 391970.1 DGRLQTRNYENQQGQRVFVTEVQA....ESVQFLEPKNGGGSGSGGYNEGNSGGGQYFGGGQNDNPFGGNQNNQRRNQ.. 147
NTDB id 112 BSU 36310 NP 391512.2 SGRIQTRSYENEEGVNVYVTEVLA....DTVRFMDPKPREKAAD.................................... 113
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGDFGGNQGSGWNQA..PAQTNYNQGGYSDNYAQNNNFNGG 152
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGGM...NV..PAQ....QGSWGQPQQPAKQHQ.. 149
consensus *!***!! **** !* ***!!*** * ** ** * * * * *

logo

N
P
A
M
Q
T
A
G
N
Q
R

K
P
S
N
A
N
P
Q
S

F
T
V
P
A
K
N
Q

A
D
Q

K
N
Y
D
S
P
A
Q
F
P
AQNDNYAEGNEGKPQAPMPI EMDDNIDFSDDDI

LPF
NTDB id 624 LCA RS00040 WP 011373726.1 ...ANNTQADPFANNGQAIDISDDDLPF 170
NTDB id 90294 LPC25 RS10315 WP 000610650.1 ...NKPVKDNPFANANGPIEIDDDDLPF 156
NTDB id 113 BSU 40900 NP 391970.1 ...GNSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 112 BSU 36310 NP 391512.2 ............................ 113
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 1166 A1552VC RS00795 WP 000168289.1 PMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
consensus * ** *** ******

X non conserved

X similar

X ≥ 50% conserved


