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NTDB id 1028 TT RS08215 WP 011173991.1 EALKEALEVQKGLPRAKPLGEILVELGLARPEDVEEALQKQRRGGGRLEDTLVQSGKLRPEALAQAVATQLGYPYVDPEE 397
NTDB id 1306 DR RS10060 WP 027479822.1 DQLREALQVQAREGKVKPLGEVITELGFASPDEVDSALQKQNVGGGRLEDTLVQSGKLSPEMLARSLAAQLGYEFLDPIQ 397
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ..............MLTNLVAILRQAELISATQEQAVVTQVSASGTSVPEALLELSIFHAQELTEQLSHIFGLPETDLSR 66
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ..............MLTNLSTVLRQAGILTFSQEESLLEQVKASGISMPEALLSSGFFQSHELTEHLSSVFGLSCTSLNQ 66
NTDB id 1293 VP RS12240 WP 005479695.1 ..............MHSNLSTILRQKGLLTFSQEESLIEQVKASGISMPEALLSSGFFTSSELAEHLSSIFGLSQPELSQ 66
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NTDB id 1110 NGFG RS09235 WP 003689817.1 ......MSVGLLRI........LVQNQVVTVE.QAEHYYNESQAGKEVLPMLFSDGVISPKSLAALIARVFSYSILDLRH 65
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ......MALATEEYRLQGIGQLLVLEKLLDKTKAIELHKLAAAEKISLLQYIVKNKILSAEQIALTAAQNFGVPMLDINC 74
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ......MSALHTSPKFTGFFRRLVEEKHVSAATMQTALDAAKRAKQDTVAYLIEEVHLSPSLLAETISAEFAEPYFDLDV 74
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ......MSAFTTPPKFSGFIRRLVEEGYVNAQNMQQALEKAKKFKQDIVPYLIDNFSISPLTIAEIISLEFGEPLLDLGV 74
consensus * * * * * *** **** * * * *** ** ** *** *** * **** ***

logo

D
F
I
N
Y
N
E
P
D
L
R
T
V
P
Y

G
H
S
T
D
A
K
L
N
Q
R
T
P
S

F
G
K
I
V
L

A
V
L
C
P

A
M
V
K
P
Q

N
T
D
G
L
Q

K
M
V
L
A
I
L
V
G

G
N
T
D
P
L

N
Q
R
E
A
R
D
E
K

E
Q
T
L
A
C
F
M
I
H
K
L
Q
V
R
T

A
E
K
R
F
Y
H
A
D
G
H
V
N
R

C
L
M
I
V
A

F
M
V
LPHIVLAGHINVFRHKQSLREQTREPSGDHQTSNI

K
L
N
S
V
R
T

V
L
F
I
L
V
Y

F
V
L
L
AMTVDAKSNDPRSTKLQNMVLIQFLPAEQGQSAMIELEKQDKEADLTVFIQVKRESLFHIKNAALYSTKGRKGLNI

K
Y
L
A
K
L
N
P
E
Q

I
T
V
A
H
L
E
A
L
P
I
A
V
I
L
V
M
A
V
A
T
D
E
D
T
E
F
H
A
H
K
R
D
D
Q
A
E
K
I
L
A
I
M
Q
E
S
T

G
T
R
A
K

H
V
A
L
V
L
I
G
S
D
E
R
E
N
Q
S
W
R
A
F
V
Y
H
L
L
G
F
Y
A
E
S
T
V
G
K
A
E
R

NTDB id 1028 TT RS08215 WP 011173991.1 DPPDPGAPLLLPEDLCRRYGVFPHRLEGNRLVLLMKDPRNILALDDVRLALKRKGLNYEVAPAVATEAAITKLIERFYGK 477
NTDB id 1306 DR RS10060 WP 027479822.1 NPPDPKVALMIPEATARRYVVVPVRLQGNSLVVAMKDPRNVFALDDLKLITG.....KEILPAVMAEKDIIRLIERYFGE 472
NTDB id 1168 A1552VC RS11070 WP 000957200.1 YDYANLCQQLGLRELITRYDALPIAKQGNLLLLAVSDPTLLQAEEEFRFATG.....LQVELALADHRALQAAIRRLYGR 141
NTDB id 1401 DSB67 RS12665 WP 010643259.1 YEYASLCQTLGLRDLITRHNALPLNRTSSTLILAVADPTNLQAEDDFRFATG.....LQVELVLADFRELTAAIRRLYGR 141
NTDB id 1293 VP RS12240 WP 005479695.1 YEYASLCQQLGLRELITRHNALPLHRTPSTLLLAVADPTNQQAEDDFRFATG.....LQVELVLADFRELSTAIRRLYGR 141
NTDB id 90255 CTP10 RS14530 WP 116318215.1 YNLTKVPPGLAGNREFHAHRLLPLGRRENRLVLAMSDPSNQAGLDAIKEKYK.....LPVEAVVVEHDKLMKHVRSAGEA 139
NTDB id 1110 NGFG RS09235 WP 003689817.1 YPRHRVLMGVLTEEQMVEFHCVPVFRRGDKVFFAVSDPTQMPQIQKTVSAAG.....IAVELVIVEDDQLAGLLDWVGSR 140
NTDB id 1251 GCO85 RS07725 WP 011946523.1 IDVGTIPVNLVNEKLIKRHAMVPLFSRGTNLYLATDDPSKQASLKEIQFHTG.....LNTHAIVVETDKLSALIDNLLTA 149
NTDB id 1058 ABD1 RS01615 WP 001274986.1 YDTSQIPKDLVDQKLILKHRILPLIQRGQILYVATSNPSNIEAIDAIRFNSK.....LLVEPVIVEHHKLEKVLGQHFAE 149
NTDB id 1018 ACIAD RS01685 WP 004920473.1 FDPALFLKDKIDEKLIQKYRIMPLVHRGHVLYVATSNPTNIEAMDAIRFNSK.....LKVEPIIVEHDKLERLLSEHFVE 149
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NTDB id 1028 TT RS08215 WP 011173991.1 AELSEIAKEFAKKQ..................AEEEV..PSPLELDESAAQKFVKQVIREAFLQDASDIHIEPRQNDVQV 537
NTDB id 1306 DR RS10060 WP 027479822.1 KGFEKLNKELAERN..................KTQQSQEADLSVADESAIVQVVDSIIREAALQDASDIHIETTEDAVKV 534
NTDB id 1168 A1552VC RS11070 WP 000957200.1 SIQGAAN.........QGKEISQDELANLVKVSDDELQSIEDLSQDDSPVSRFINQVLLDAVRKGASDIHFEPYENQYRI 212
NTDB id 1401 DSB67 RS12665 WP 010643259.1 SLGQEKS.........GLKEINQDELAGLVDIGEDEIENIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYENMYRV 212
NTDB id 1293 VP RS12240 WP 005479695.1 SLSHEKS.........GLKEINQEELASLVDVGADEIDNIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYEKMYRV 212
NTDB id 90255 CTP10 RS14530 WP 116318215.1 LGTL...KNIS.PVQTERKMIEYDPVAA....ASAQRNRTAADAIDDAPVVRFLQKLLTEAFHRGASDLHFEPFETFYRI 211
NTDB id 1110 NGFG RS09235 WP 003689817.1 STSLL..QELG.EGQEE...............EESHTLYIDNEEAEDGPVPRFIHKTLSDALRSGASDIHFEFYEHNARI 202
NTDB id 1251 GCO85 RS07725 WP 011946523.1 KESQGLSEYVEDSGDLEGLEISAD........DEDQDIDTATSVTDDAPIVKFVNKILLDAIRQGASDIHFEPYEREYRI 221
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ESSFDFNDE...EFD...LDVNLD...G....PTAQEDEEEAPQGDEAPIVKYINKLLIDAIRMGASDLHFEPYEKSYRV 216
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ETHFNFDTE...ELD...LDVEVD...P....HTTDDDDEDDKLKDEAPIVKYINKLLIDAIRMSASDLHFEPYEKSYRV 216
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NTDB id 1028 TT RS08215 WP 011173991.1 RLRIDGALRPYSTLPKGALNAVISVVKIMGGLNIAEKRLPQDGRVRYREG.......................AIDVDLR 594
NTDB id 1306 DR RS10060 WP 027479822.1 RYRIDGALREQNSFPKGAAQQIMARLKIMGHLDIAERRVPQDGRVRFKKG.......................SIDLDLR 591
NTDB id 1168 A1552VC RS11070 WP 000957200.1 RLRCDGILVETQQPASHLSRRLAARIKILSKLDIAERRLPQDGRIKLRLSR......................DTAIDMR 270
NTDB id 1401 DSB67 RS12665 WP 010643259.1 RLRCDGILIEIQQPPSHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ......................DTAIDMR 270
NTDB id 1293 VP RS12240 WP 005479695.1 RLRCDGILIETQQPPNHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ......................DTAIDMR 270
NTDB id 90255 CTP10 RS14530 WP 116318215.1 RFRVDGVLQEVARPPLDIRDKIATRIKVLSRLDISEKRVPQDGRMKLLIALPKDNKDSKDAKDSKDKDVKETVEKAVDFR 291
NTDB id 1110 NGFG RS09235 WP 003689817.1 RFRVDGQLREVVQPPIAVRGQLASRIKVMSRLDISEKRIPQDGRMQLTFQK.....................GGKPVDFR 261
NTDB id 1251 GCO85 RS07725 WP 011946523.1 RYRQDGILHEVATPPASLSSRITARIKVMSNLDISERRIPQDGGFKMKISK......................SRAIDFR 279
NTDB id 1058 ABD1 RS01615 WP 001274986.1 RYRVDGVLRQIANPPLQLANRLASRLKVMSQMDISEKRVPQDGRIKLKLSK......................SKAIDFR 274
NTDB id 1018 ACIAD RS01685 WP 004920473.1 RYRVDGVLRLIATPPLQLATRLASRLKVMSQMDISEKRVPQDGRIKLKMSK......................SKTIDFR 274
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NTDB id 1028 TT RS08215 WP 011173991.1 LSTLPTVYGEKAVMRLLKKASDIPEIEDLGFAPGVFERFKEVISKPYGIFLITGPTGSGKSFTTFSILKRIATPDKNTQT 674
NTDB id 1306 DR RS10060 WP 027479822.1 LSTLPTVYGEKAVMRLLQKASNIPELEQLGFSEYNYARYTEIIERPNGIFLVTGPTGSGKSFTCFSTLKRIAKPEKNTTT 671
NTDB id 1168 A1552VC RS11070 WP 000957200.1 VSTLPTLWGEKIVLRLLDSSAANLDIDKLGYNPQQKQLYLNALKRPQGMILMTGPTGSGKTVSLYTGLRILNTSQINIST 350
NTDB id 1401 DSB67 RS12665 WP 010643259.1 VSTLPTLFGEKIVLRLLDSSSAALDINKLGYSDSQKQLYLDALRRPQGMILMTGPTGSGKTVSLYTGLSILNKPEINIST 350
NTDB id 1293 VP RS12240 WP 005479695.1 VSTLPTLFGEKIVLRLLDSSSASLDIDKLGYSEQQKQLYLEALRRPQGMILMTGPTGSGKTVSLYTGLNILNKPEINIST 350
NTDB id 90255 CTP10 RS14530 WP 116318215.1 VSTLPTLFGEKIVMRILESSSDKLDIDQLGYEPQQKALLLDVIKRPYGMVLVTGPTGSGKTVSLYTFLNLLNQGDINIST 371
NTDB id 1110 NGFG RS09235 WP 003689817.1 VSTLPTLFGEKVVMRILNSDAASLNIDQLGFEPFQKKLLLEAIHRPYGMVLVTGPTGSGKTVSLYTCLNILNTESVNIAT 341
NTDB id 1251 GCO85 RS07725 WP 011946523.1 VSTCPTSAGEKVVMRVLDSGAAKLGIEALGFNPVQRTNFLKAIQRPQGMILVTGPTGSGKTVTLYTALNILNTIEVNIST 359
NTDB id 1058 ABD1 RS01615 WP 001274986.1 VNSLPTLFGEKLVLRILDPSSAMLGIDALGYEEDQKALFMEALDKPQGMLLITGPTGSGKTVSLYTGLNILNTESSNIST 354
NTDB id 1018 ACIAD RS01685 WP 004920473.1 VNSLPTLFGEKIVLRILDPASAMLGIDALGYEPEQKALFMEALNKPQGMLLITGPTGSGKTVSLYTGLNILNTEHANIST 354
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NTDB id 1028 TT RS08215 WP 011173991.1 IEDPVEYEIPGINQTQVNPQAGLTFARALRAFLRQDPDIIMVGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAITRL 754
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NTDB id 90255 CTP10 RS14530 WP 116318215.1 AEDPAEIQLPGINQVNVNDKAGLTFAAALRSFLRQDPDIIMVGEIRDLETADISIKAAQTGHLVLSTLHTNDAPTTLTRL 451
NTDB id 1110 NGFG RS09235 WP 003689817.1 AEDPAEINLPGINQVNVNDKQGLTFAAALKSFLRQDPDIIMVGEIRDLETADIAIKAAQTGHMVFSTLHTNNAPATLSRM 421
NTDB id 1251 GCO85 RS07725 WP 011946523.1 AEDPVEIKVPGINQVNINPKAGLTFSGALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVLSTLHTNSAAETLNRL 439
NTDB id 1058 ABD1 RS01615 WP 001274986.1 AEDPVEINLEGINQVNVNPKVGLTFAAALKSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHMVMSTLHTNSAPETLTRL 434
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NTDB id 1028 TT RS08215 WP 011173991.1 DEMGVEPFNISAALIGVLSQRLVRRVCEHCKVEVK.PDPETLRRLGLSEAEIQG..ARLYKGMGCERCGGTGYKGRYAIH 831
NTDB id 1306 DR RS10060 WP 027479822.1 EEMGIENFNISAAVMGVLAQRLVRRVCSECKQPTN.ADPEVLRRLGISERDIRG..ANLMRGTGCPRCGGTGYKGRMGIH 828
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ANMGVEPFNLASSLSLIIAQRLARRLCKHCKIAVR.PSALLQSQFAFQPNEIL....YEANAAGCNECT.GGYSGRVGIY 504
NTDB id 1401 DSB67 RS12665 WP 010643259.1 SNMGVESFNLASSLSLIIAQRLARKLCPYCRQPQE.PNSQLQH.IGIANTEQI....FQANPDGCNECT.HGYSGRTGIY 503
NTDB id 1293 VP RS12240 WP 005479695.1 SNMGVESFNLASSLSLIIAQRLARKLCPYCKQPQE.HTVQLQH.LGIQTTDNI....FRANPDGCNECT.HGYSGRTGIY 503
NTDB id 90255 CTP10 RS14530 WP 116318215.1 MNMGVAPFNIASSVLMITAQRLARRLCTC.KRPGELP.RETLRDAGFREQDLDG.SWQPYHPVGCERCNGSGYKGRCGIY 528
NTDB id 1110 NGFG RS09235 WP 003689817.1 LNMGVAPFNIASSVSLIMAQRLLRRLCSSCKQEVERPSASALKEVGFTDEDLAK.DWKLYRAVGCDRCRGQGYKGRAGVY 500
NTDB id 1251 GCO85 RS07725 WP 011946523.1 VNMGIPTFNIASSVTLIIAQRLARKLCNQCKAVRDDFTNQGLIELGFKEADLV..NLKLYKAVGCEQCT.SGYRGRVGLF 516
NTDB id 1058 ABD1 RS01615 WP 001274986.1 RNMGVPSFNIATSVNLVIAQRLARRLCSQCKIPA.DIPKQSLLEMGFTEQDLAHPDFRVFQPVGCLECR.EGYKGRVGIY 512
NTDB id 1018 ACIAD RS01685 WP 004920473.1 RNMGVASFNIATSVNLVIAQRLARRLCSQCKRPI.QVPERSLLEMGFTPEDLAQPEFQIFEPVGCHDCR.EGYKGRVGIY 512
consensus *!!***!!**********!!!*!**!* ** * * * * ****** ** ** **!! *! !!*!!****
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NTDB id 1028 TT RS08215 WP 011173991.1 ELLVVDDEIRHAIVAGKSATEIKEIAR.RKGMKTLREDGLYKALQGITTLEEVLARTIE 889
NTDB id 1306 DR RS10060 WP 027479822.1 ELMVMDDSLRRTIGAGRPAAEIRDVALGESGLRSLRQDGIEKALQGLTTLEEVLAVTAS 887
NTDB id 1168 A1552VC RS11070 WP 000957200.1 EVMAFNTELAEAIMQRASIHQIERLAK.ANGMQTLQESGLEKLREGITSFAELQRVLYF 562
NTDB id 1401 DSB67 RS12665 WP 010643259.1 EVMKFDESLSEALIKGASVHELEKLAI.ANGMQTLQMSGIEKLKQGITSFRELQRVLYF 561
NTDB id 1293 VP RS12240 WP 005479695.1 EVMRFDESLSEALIKGASVHELEKLAI.ANGMSTLQMSGIEKLKQGITSFSELQRVLYF 561
NTDB id 90255 CTP10 RS14530 WP 116318215.1 QVMPITEAMQQIILSHGTALQIAEQAR.KDGVLSLREAGLLKVRQGVTSLEEVLATTNT 586
NTDB id 1110 NGFG RS09235 WP 003689817.1 EVMPISEEMQRVIMNNGTEVGILDVAY.KEGMVDLRRAGILKIMQGITSLEEVTANTND 558
NTDB id 1251 GCO85 RS07725 WP 011946523.1 EVLPMTKELGQLIMSGGNSLDILKLAQ.SEGMLTIFQSGIEKVKEGITTIEEVNRVTVD 574
NTDB id 1058 ABD1 RS01615 WP 001274986.1 EVMKVTPEISKIIMEDGNALEIAAASE.KLGFNNLRRSGLKKVMQGVTSLQEVNRVTSE 570
NTDB id 1018 ACIAD RS01685 WP 004920473.1 EVMKITPEISKIIMEDGNALEIAATAE.TLGFNNLRRSGLKKVMQGVTSLQEINRVTSE 570
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X non conserved

X similar

X ≥ 50% conserved


