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NTDB id 1177 A1552VC RS01165 WP 000422572.1 ........ NE@YIRDGMEBT HK/SSIIRY| GPRVDG HMAQGE . A SVA-TA 71
NTDB id 90252 CTP10 RS13810 WP 116318085.1 MLDRESAAKYINEIRAE L M) SIR GEIIRF TPMS 80
NTDB id 1203 PSJM300 01605 AFN76401.1 ........ 72
NTDB id 1019 ACIAD RS04205 WP 004922051.1  ........ S 72
NTDB id 1307 DR RS10055 WP 010888596.1 ... .MTSGIDENE S 76
NTDB id 1086 NMV RS00245 WP 002218487.1 ........ PMIRVG R 72
NTDB id 1283 ACE17W RS02630 WP 010947729.1  ........ PPMIRVDG R 72
NTDB id 1259 GC0O85 RS10305 WP 010947729.1  ........ PPMIRVDG R 72
NTDB id 1202 PSJM300 01600 AFN76400.1 ........ PPMIRVDG R 72
NTDB id 1194 PAKAF RS01995 WP 003084552.1  ........ PPMIRVDG R 72
NTDB id 1020 ACIAD RS04210 WP 011182164.1  ........ PPMIRVDG R 72
NTDB id 1081 FDQ49 RS05335 WP 006581387.1  ........ PPMIRVDG R 72
NTDB id 1060 ABD1 RS04380 WP 000355489.1  ........ PPMIRVDG R 72
NTDB id 1040 HON27 RS13360 WP 000355489.1  ........ PPMIRVDG R 72
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 VVRD. . 149
NTDB id 90252 CTP10 RS13810 WP 116318085.1 ITAEK AGADAUSEN T(0]Q G KENE MU VIsHMEN P IDLLP 159
NTDB id 1203 PSJM300 01605 AFN76401.1 ISARG . BEAAYSINI YRR N LEYEMAYLIAR AE 14T EDLLPK INRINARGLVLIRGINTG GKST LAAM 151
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ILNREKNERAR:AYSESIGINRDMPEMVY TIARAIE I GINTG GKST LA M 152
NTDB id 1307 DR RS10055 WP 010888596.1 ARFRVNAFQG VNIRIRIP pyVIIT GLP[ayn'AaN TINWAPRGLVLVTGPTGSGKSTTLA M l 155
NTDB id 1086 NMV RS00245 WP 002218487.1 PN ARFRVNAFNMR4RGlY AVFRTIPSWVL E LPIFIPRG VLVTGPTGSGKSTTLAAM 151
NTDB id 1283 ACE17W RS02630 WP 010947729.1 ISV ARFRVNAFNQSRGA AVFRTIPSI L. EDLGLPIIFK [INIRGLVLVTGPTGSGKSTTLAA 151
NTDB id 1259 GC085 RS10305 WP 010947729.1 IV ARFRVNAFNQBRGA AVFRTIPSI L EDLGLPIJIFK [ESISSRGLVLVTGPTGSGKSTTLAAN 151
NTDB id 1202 PSJM300 01600 AFN76400.1 P[e® ARFRVNAFNQWRGAGAVFRTIPS VLT ISTIAYPRGLVLVTGPTGSGKSTTLAAM 151
NTDB id 1194 PAKAF RS01995 WP 003084552.1 P[e ARFRVNAFNQNRGAGAVFRTIPS VLT E LG [@X FKiid SANPRGLVLVTGPTGSGKSTTLAAM 151
NTDB id 1020 ACIAD RS04210 WP 011182164.1 P ARFRVNEFNQNRGAGAVFRTIPSMVLT E LGLMYIF I{@YPRGLVLVTGPTGSGKSTTLAAM 151
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 P\ ARFRVNAFNQNRGAGAVFRTIPS VLT EDLGL[NIFK I[#NPRG VLVTGPTGSGKSTTLAAM 151
NTDB id 1060 ABD1 RS04380 WP 000355489.1 PN ARFRVNAFNQNRGAGAVFRTIPS VLT EDLGLMNIFK TI[@NPRG VLVTGPTGSGKSTTLAAM 151
NTDB id 1040 HON27 RS13360 WP 000355489.1 P ARFRVNAFNQWRGAGAVFRTIPS VLT EDLGL[NIFK I[#N{PRG VLVTGPTGSGKSTTLAAM 151
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 EDPIEFVHINIK C 229
NTDB id 90252 CTP10 RS13810 WP 116318085.1 EDPIE VHES:{ARC 239
NTDB id 1203 PSJM300 01605 AFN76401.1 EDPIEF H{ajs{ahC 231
NTDB id 1019 ACIAD RS04205 WP 004922051.1 EDPIEF H|®¥INEC DMALINSAETGHLVF TLHEW 232
NTDB id 1307 DR RS10055 WP 010888596.1 IYALR ALR ILVGEMRDMETI A TAAETGHLVGTLHT 235
NTDB id 1086 NMV RS00245 WP 002218487.1 EDPIEFVH[NSKKSL NQRE H[REBITIRSFISJALRSALREDPD ILVGEMRDETILALTAAETGHLVFGTLHT 231
NTDB id 1283 ACE17W RS02630 WP 010947729.1 EDPIEFVH[NSKKCL ALRSALREDPDIILVGERDLETIRLA TAAETGHLVFGTLHTN 231
NTDB id 1259 GC0O85 RS10305 WP 010947729.1 EDPIEFVH[NSKKCL WAALRSALREDPDIILVGEIMRDLETIRLA TAAETGHLVFGTLHTN 231
NTDB id 1202 PSJM300 01600 AFN76400.1 EDPIEFVHASKKCL MYMALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTLHTgA 231
NTDB id 1194 PAKAF RS01995 WP 003084552.1 EDPIEFVHIRXSKKCL MIJALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTLHT)N 231
NTDB id 1020 ACIAD RS04210 WP 011182164.1 EDPIEFVH|R3KKCL IWAALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTLHTYA 231
NTDB id 1081 FDQR49 RS05335 WP 006581387.1 EDPIEFVH[WNSKKCL IWAALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTLHT)N 231
NTDB id 1060 ABD1 RS04380 WP 000355489.1 EDPIEFVH[NSKKCL IWAALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTLHTyN 231

NTDB id 1040 HON27 RS13360 WP 000355489.1 EDPIEFVHNSKKCL WBALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTLH TS
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