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NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 90242 CTP10 RS01720 WP 116317036.1 ..MASVNKVILVGNLGADPETRYMPSGDAVTNLRLATTDRYKDKQSGEMKEATEWHRVSMFGKLAEIAGQYLRKGSSVYI 78
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVANEMKMLGGRNENS...GGAPYEEGYGQSQEAYQRPAQQSRQ............... 138
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVANEMKMLGGRNENS...GGAPYDEGYGQSQEAYQRPAQQSRQ............... 138
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGDVLQMLDSRSSGGD....FGGNQGSGW.....NQAPAQTNYNQGGYSDN....... 142
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NTDB id 1103 NMB RS07590 WP 002212976.1 ..PASDAP..SHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 ..PAPDAP..SHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..YAQNNNFNGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 90242 CTP10 RS01720 WP 116317036.1 QGGGQGGGQGGGGARRPQQ......APSNGFEDMDDDIPF 185
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ..PA..KQHQPMQQSAPQQY..SQPQYNEPPMDFDDDIPF 177
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