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NTDB id 90241 CTP10 RS01645 WP 116317023.1 MKPSLQLRLSQHLALTPQLQQSIRLLQLSTLELQQEVEQALTENPLLERENDWIESPLRVAADGSVNLQSAPAPAPA..E...PQ 80
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQSSSATPLPTESPPPA 85
consensus !!*!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!*!**** !**!!!!!! * * ! **!***!
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LSPVRDKGLAVI FL
NTDB id 90241 CTP10 RS01645 WP 116317023.1 GNGEARADGAGDDDSYG.DSNSGDDY...GGDWSLDDFARRPQGDEDEKTPMQLREAEPTLREYLMEQLTPLKISVRDKGLAIFL 161
NTDB id 1425 RS RS02020 WP 011000369.1 ANGADHADTAE..ASYENGSDFDSDYGTERSDWSLDDFARKPQSDEDDRAPMQLREAEPTQREFLMEQLAPLKLSPRDKGLVIFL 168
consensus *!! *!! ! ** !! * ! !!*** !!!!!!!!!*!! !!!** !!!!!!!!!! !!*!!!!! !!!*!*!!!!! !!!
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VGARNSAAECLGTLQLQRRLDKHSPAQKREPLALNTIVHNNQHLELLAAVR
NTDB id 90241 CTP10 RS01645 WP 116317023.1 IESLDDDGYLSASLEEICAELPEELEFEIDEVQAMLTLLQSFDPPGVGARNAAECLGLQLRRLKHPQRELALNIVHNHLELLAVR 246
NTDB id 1425 RS RS02020 WP 011000369.1 IESLDDEGYLTGSLDEILADLPAELEVELDELQAALRMLQSFDPAGIGARSAAECLTLQLQRLDSPAKPLALTIVNQHLELLAAR 253
consensus !!!!!!*!!!**!!*!!*!*!! !!! !*!!*!! ! *!!!!!!*!*!!! !!!!! !!! !! *! **!!! !!**!!!!!! !

logo DYTRLKKALQSVDDEGPAELKAAHEL IRSLAPFYPGHAFYGSRAPEADFVVPDVFVVRKSTAGAGGWI
MAQLNPDVMPRLR INDMYAQI LRGSASKRGESG

NTDB id 90241 CTP10 RS01645 WP 116317023.1 DYTRLKKALQVDEPALKAAHELIRSLAPYPGHAYSRPEADFVVPDVFVRKSGGGWIAQLNPDVMPRLRINDMYAQILRGAKGESG 331
NTDB id 1425 RS RS02020 WP 011000369.1 DYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVVVRKTAAGWMAQLNPDVMPRLRINDMYAQILRSSRGESG 338
consensus !!!!!!!!! !!** !!!!!!!!!!!!!*!!!!* !*!!!!!!!!! !!!***!!*!!!!!!!!!!!!!!!!!!!!!! *!!!!
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TAGNLQQKLQEARWL IKNIQQRFDTI LRVSQAIVERQKNSFFTHGE IAMRPLVLRE IADTLGLHESTI SRVTTNKYMATPMGTFELK

NTDB id 90241 CTP10 RS01645 WP 116317023.1 TAGLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKNFFTHGEIAMRPLVLREIADTLGLHESTISRVTTNKYMATPMGTFELK 416
NTDB id 1425 RS RS02020 WP 011000369.1 AANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFTHGEIAMRPLVLREIADTLGLHESTISRVTTNKYMATPMGTFELK 423
consensus ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo YFFGSHVSTETGGAASSTAIRAL IKQL IVGAEDPKRNPLSDSR IAELLGEQGFVVARRTVAKYREALKIPAVNLRKSL
NTDB id 90241 CTP10 RS01645 WP 116317023.1 YFFGSHVSTETGGAASSTAIRALIKQLIGAEDPRNPLSDSRIAELLGEQGFVVARRTVAKYREALKIPAVNLRKSL 492
NTDB id 1425 RS RS02020 WP 011000369.1 YFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNPLSDSRIAELLGEQGFVVARRTVAKYREALKIPAVNLRKSL 499
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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