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NTDB id 90240 CTP10 RS01530 WP 116317006.1 MFSFWKKRKAEPASVETPAPAP...APLEAPAPTP.......T.......PTPAPAPVP.APAPVPTPTPVPAQVPPPAPAP... 64
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAGEAAER 85
consensus !!!!****! * * *!* ****!**! * * ******** ******** *!* *!** ***!* * * *! *!**!* ****
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NTDB id 90240 CTP10 RS01530 WP 116317006.1 VAAPEPA....AAIETLELVPAPAVTAEARQGWMHRLRTGLSKTSR....NIGTLFVGVKVDEALFEELETALLMADAGVEATEY 141
NTDB id 1118 NGFG RS11455 WP 003696286.1 VESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELETVLITGDMGMEATEY 170
consensus ! * *!**** * * *!*! ! !** !! *!!* !! !* **** ** *! ! * ! !*!!!!! !* *! !*!!!!!
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NTDB id 90240 CTP10 RS01530 WP 116317006.1 LLAELRKRVRSERIESAEGVKAALKTLLTDLLRPLEKTMALG.REQPLVMMIAGVNGAGKTTSIGKLCKHFQRYDQKVLLAAGDT 225
NTDB id 1118 NGFG RS11455 WP 003696286.1 LMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAKYFQAQGKSVLLAAGDT 255
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NTDB id 90240 CTP10 RS01530 WP 116317006.1 FRAAAREQLTIWGERNNVTVVAQESGDPAAVIFDAVNAAKARGIDIVMADTAGRLPTQLHLMEELKKVKRVISKAMPTAPHEVLL 310
NTDB id 1118 NGFG RS11455 WP 003696286.1 FRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEEIKKVKRVLQKAIPGAPHEIIV 340
consensus !!!!!!!!! !! !!!!!!* ! *!!*!!!*!!!!*!!!!!!!!!!*!!!!!!!!!!!!!!!!*!!!!!!* !!*! !!!!***
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NTDB id 90240 CTP10 RS01530 WP 116317006.1 VIDANTGQNALQQTRAFDDALGLTGLIVTKLDGTAKGGILAAIARQRPVPVYFIGVGEKVEDLQPFKAEEFAEALLG 387
NTDB id 1118 NGFG RS11455 WP 003696286.1 VLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEGIDDLRPFDARAFVDALLD 417
consensus !*!!! !!!!**! *!!!!!!!!!!!!!!!!!!!!!!!!!!!*! !!!!! *!!!!! **!! !! ! ! *!!!
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