
logo

MA
M
I
S
D
PNRNTEHLVEPEEKLYKTWDLTRTI FAKNTDAEDEWEQTAEYAEASTQVEQDKI

L
D
K
K
Q
A
L
G
S
A
E
L
Y
A
KGHTLALDKSAGKDNLLYEGAGLTETKL IYLMASLVKMRERLVEKNIYVYASTMKSNSDQVDTAT

NTDB id 90211 LPC26 RS10190 WP 060461575.1 MAIPNRNEVPEELKWDLTRIFKNDEEWEQAYAATQEKIDQLGELKGTLAKSGKDLYEGLTKILAVKREVENIYVYATMSSDVDTA 85
NTDB id 480 HSISS4 RS02090 WP 002890133.1 .MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKNDQDTT 84
consensus * *!! ***! !!!! !! ! *!! ! ! * !*! !*! ! * * * ! *! !!!!!*! ! !!

logo

N
V
G
S
H
LYLQEGYQVASKRAVQSNSLAYNSQFLESAEAFTASFYFI ENPEFI LMAS ILDPDSDKKLAEFKEQAQEPGRLGKLNYADHYFLEMRI

L
L
T
A
N
K
N
K
R
D
PHTVLPSAQEAQEEKL ILAADAGDAI FLGNGVPSETDN

NTDB id 90211 LPC26 RS10190 WP 060461575.1 NSHYLGYVSRVQSLANQFEAATSFINPEILSIPSDKLAEFKQAEPRLKNYAHYLEMITNKRPHTLPAEQEKLIADAGDALGVSEN 170
NTDB id 480 HSISS4 RS02090 WP 002890133.1 VGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAAAGDIFNGPTD 169
consensus *! ! * ! ! ! * !! * ** !!!!!! !! ! ! !! ! * **! !* ! ! !*! !!! *

logo TFNVLDTNASDI
M
E
L
F
Y
G
P
W
YVQSDDGDQGDNMVEVEQLSTDHGLNFYI

S
L
TL IMEQSKQDNRDE I

VRKGAFYDEATLMYAGTYESQFQHNSTLYAQSTLQSGVVKKVHNYNQAKAVHRHKYDNSARHQ
NTDB id 90211 LPC26 RS10190 WP 060461575.1 TFNVLTNSDMEYGYVQDDDGNMEQLSDGLYSLLIQSQNREVRKGAFDTLYATYSQFQNSLASTLSGVVKKHNYNAKAHKYDSARQ 255
NTDB id 480 HSISS4 RS02090 WP 002890133.1 TFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKVHNYQAKVRHYNSARH 254
consensus !!!!! ! !* ***! ! ! * !**! * !* ! !**!!!!** *!*!! !!!** ! !! !!!! !!!*!! **! !!!*

logo AALAAENFGI
VPEASVYDSTL ILEQESVDNKSHLDPLLHRYLVADLRKKI

VLGLDKDELKQMW
YDMVYTVPLSTEGKTEPSTLASLYNTFYEEASKLEKKVAEKEKAVLAKI

P
F
LGEDEYLSKGHVDH

NTDB id 90211 LPC26 RS10190 WP 060461575.1 AALAENGVPEAVYDTLIQEVDSHLDLLHRYVALRKKILGLKDLQMWDMYVPLTGKPSLSYNFEEAKEVAKKALKPLGEDYLKHVD 340
NTDB id 480 HSISS4 RS02090 WP 002890133.1 AALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSETET.ALTYEESLKKAEEVLAIFGEEYSKGVH 338
consensus !!!! ! *!! !!!*!* ! !!*!!!!!* !!!!*!!! *! !*!*! !!* *** *!! ! ! * !!*! !*!*

logo

A
Y
A
I FNTENRVWIDPVHVEPNSKGNKRVSTGAYSGGAYDTDNAPFYEMLLNWEQDNTI

LDNSLFYTLVHETGHSLVHSTWFYTRNQTQPYVYGDYP I FLVAE IASTTNENI
NTDB id 90211 LPC26 RS10190 WP 060461575.1 YIFNNRVIDPVESKNKVTGAYSGGAYDTDPYELLNWEDNIDSLYTLVHETGHSVHSWYTRNTQPYVYGDYPIFVAEIASTTNENI 425
NTDB id 480 HSISS4 RS02090 WP 002890133.1 AAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTRQTQPYVYGDYPIFLAEIASTTNENI 423
consensus ! ! !!*** ! ! *!!!!!!!!!! ** !!!! ! *! !*!!!!!!!!!*!! *!!*!!!!!!!!!!!!*!!!!!!!!!!!

logo LTETYFLLDKEHI
V
K
TDDPKTRAFAF I LNHYYLDGSFKGTLVFRQTQFAEVFEHQAF ILHEADAKSGEQI

PLTADFTLMDNDKLVYAGDQI
LNEQHKYYGNDLKSAVEDPGNGYDE IAQFLEWES

NTDB id 90211 LPC26 RS10190 WP 060461575.1 LTEYFLDHITDPKTRAFILNYYLDSFKGTLFRQTQFAVFEQFLHEADAKGEPLTADTLDDVYGQINQHYYGDSVEPGGDIALEWS 510
NTDB id 480 HSISS4 RS02090 WP 002890133.1 LTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTADFMNKLYADLNEKYYNLKAEDNYEIQFEWE 508
consensus !!! ! ** !*!!! !!!*!!! !!!!*!!!!!!! !!* *!!!!! ! *!!!! * *!* *! *!! !* *! !!

logo R IPHFYMYNFYYVYQYATGFAAASTAYLAENKI
VVHGTEPAEDEKRDEAYLGTFYLKAGSSDYPLTE I

V
I
MKKRAGVDMTKNPTDYLDEADAFKTVFEDKRLNVEFLEASL

NTDB id 90211 LPC26 RS10190 WP 060461575.1 RIPHFYYNFYVYQYATGFAAATALANKVVHGTPAERDAYLGFLKAGSSDYPTEIMKRAGVDMTKPDYLEDAFKTFEKRLNEFESL 595
NTDB id 480 HSISS4 RS02090 WP 002890133.1 RIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDYPLEVIKKAGVDMTNTDYLDAAFKVFEDRLVELEAL 593
consensus !!!!!! !*!!!!!!!!!!!!* !! !*!!!!* ***!!! *!!!!!!!!! !**!*!!!!!! *!!!* !!! !! !! ! ! !



logo

I
VEKGVHLS

NTDB id 90211 LPC26 RS10190 WP 060461575.1 IEK..... 598
NTDB id 480 HSISS4 RS02090 WP 002890133.1 VEKGVHLS 601
consensus *!!*****

X non conserved

X similar

X ≥ 50% conserved


