
logo MIRLNLLPKNLRRRVEPGWWRLLAFLLFALVVLGVLGLVHYTAYTELSLAKAERDQLQAEVEALRPF IAELGRLQEERKAL
NTDB id 90167 TthTMY RS02935 WP 223903394.1 MIRLNLLPKNLRRRVEPGWWRLLAFLFALVVLGVLGLVHYTAYTELSLAKAERDQLQAEVEALRPFIAELGRLQEERKAL 80
NTDB id 1024 TT RS05130 WP 011173433.1 MIRLNLLPKNLRRRVEPGWWRLLALLFALVVLGVLGLVHYTAYTELSLAKAERDQLQAEVEALRPFIAELGRLQEERKAL 80
consensus !!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo EALLAIREGLEKNAVPWSQYLAAF INQIPRAGGRLEVALRSVSARALSEEEAARLVAQEGTYDGKR IRVEFALQGEALSRE
NTDB id 90167 TthTMY RS02935 WP 223903394.1 EALLAIREGLEKNAVPWSQYLAAFINQIPRAGGRLEVALRSVSARALSEEEAARVAQEGTYDGKRIRVEFALQGEALSRE 160
NTDB id 1024 TT RS05130 WP 011173433.1 EALLAIREGLEKNAVPWSQYLAAFINQIPRAGGRLEVALRSVSARALSEEEAARLAQEGTYDGKRIRVEFALQGEALSRE 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!

logo ALVRF IRAFETSPRFGI EFQGASLDEGRGLYTFSARVGAVTGGESGAR
NTDB id 90167 TthTMY RS02935 WP 223903394.1 ALVRFIRAFETSPRFGIEFQGASLDEGRGLYTFSARVGVTGGESGAR 207
NTDB id 1024 TT RS05130 WP 011173433.1 ALVRFIRAFETSPRFGIEFQGASLDEGRGLYTFSARVGATGGESGAR 207
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!
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