
logo MKNAWQRLKEAWAENLPRSTKI
LLLAALLLVGGNVALWYVGLYLPAQVATEAPTPAPSTQVI EAPP IPPLAPSQEEAKPQAEAPA

NTDB id 90165 TthTMY RS02925 WP 096412264.1 MKNAWQRLKEAWENLPRSTKILLAALLLVGNVALWYVGLYLPAQVTEAPTPAPSTQVIEAPPIPPLAPQEEAKPQAEAPA 80
NTDB id 1026 TT RS05140 WP 011173435.1 MKNAWQRLKEAWANLPRSTKLLLAALLLVGGVALWYVGLYLPAQVAEAPTPAPSTQVIEAPPIPPLASQEEAKPQAEAPA 80
consensus !!!!!!!!!!!! !!!!!!!*!!!!!!!!! !!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!

logo QEGEAGQAPATSPSQEEAQAPPPAPVARAEPPPPNPFVPLVVETPPPPPAPSASRPATPVPEGPAPVRVQPTPAPQAPQRAAPATRP IPG
NTDB id 90165 TthTMY RS02925 WP 096412264.1 QGEGQAPTSPQEEAQAPPPAPVARAEPPPPNPFVPLVVETPPPPPAPASRPAPVPEGPPVRVQPPAPAPRAAPATRPIPG 160
NTDB id 1026 TT RS05140 WP 011173435.1 QEEAQAPASSQEEAQAPPPAPVARAEPPPPNPFVPLVVETPPPPPASASRPTPVPEGPAVRVQTPAQAPQAAPATRPIPG 160
consensus ! !*!!! !*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!! !!!!!!*!!!!*!!*!! !!!!!!!!!!

logo TSGALPAPKI
VLSPALASAPLPEQAPKRETPPKRVALVPTALVEAPLPGPEEKRGAEEKAPPTPASPLERLVAEKGLRLSGTLLGPVSVA

NTDB id 90165 TthTMY RS02925 WP 096412264.1 TSGALPAPKVLSPALAAPLPEPKETPPKVALPTALVEAPLPGPEERGAEEPPTPASPLERLVAEKGLRLSGTLLGPVSVA 240
NTDB id 1026 TT RS05140 WP 011173435.1 TSGALPAPKILSPALSAPLPQARETPPRVAVPTALVEAPLPGPEEKGAEKAPTPASPLERLVAEKGLRLSGTLLGPVSVA 240
consensus !!!!!!!!!*!!!!! !!!! **!!!!*!!*!!!!!!!!!!!!!!*!!! *!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo I LESKEGYLVVPAVGSP IPGTEAVVRQVEEGSVTLALKEETLNLSLVQAGGGQ
NTDB id 90165 TthTMY RS02925 WP 096412264.1 ILESKEGYLVVPVGSPIPGTEAVVRQVEEGSVTLALKEETLNLSLVQAGGGQ 292
NTDB id 1026 TT RS05140 WP 011173435.1 ILESKEGYLVVPAGSPIPGTEAVVRQVEEGSVTLALKEETLNLSLVQAGGGQ 292
consensus !!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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