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NTDB id 90159 TthTMY RS00735 WP 223903317.1 .....MWPLLALVLGLVVGSFLNVVLHRLPRGESMVYPPSRCPHCGHRLGPSDLVPVLSYLALKGRCRYCARPISPRYPL 75
NTDB id 1305 DR RS10600 WP 010888696.1 MNVDTLIVLFAGLLGLLVGSFSNVLIWRLPRGENIAFPPSHCPKCDHPLKPTDLVPVFSWLALGGRCRYCRAPINPRYPV 80
consensus ****** *! ! *!!!*!!!! !!***!!!!!! * *!!!*!!*! !*! !*!!!!! !*!!! !!!!!! !! !!!!*
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NTDB id 90159 TthTMY RS00735 WP 223903317.1 VEALTGGIFLLASLFYPPGVE...ALLVFLFLALLVALAFIDLDTFELPDPLTYGLLFLGLLASWALA.........FPL 143
NTDB id 1305 DR RS10600 WP 010888696.1 VELLTGVAYAVIAATFPLSTYEAGTLGLMVLFTILLVGSAIDLDTMTLPDELTLPGTLLGVLFGLAGAGLYAQEGQLGLP 160
consensus !! !!! * * *!* *** ! * * *!* !!!!! !!!*!! * !!*! ! !********* **
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NTDB id 90159 TthTMY RS00735 WP 223903317.1 PFRESLDGSLMAAGGLGLVAGYGNLFLRRFREG.RPEVPVGPHQVHMAALFGALLGPGVGMALAFLAWALSARTGRPVVL 222
NTDB id 1305 DR RS10600 WP 010888696.1 NVAQAVEGALMGAGVIVLISVYGSWVLRRFRERQWPEAPIGYQQISLGLLAGAWLGPWWGLGVALLSAAVNVAAKKAVRI 240
consensus * **! !!*!! * !* !! !!!!!! * !! !*!**!**** ! !! !!! !***! ! !* **! *
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NTDB id 90159 TthTMY RS00735 WP 223903317.1 PDRLTLPLLPLALL.LAPALGLDLLESLKGSLLAAGGLALAGGLYWAFR..........PLPEEDEEPVAMGYGDVKLLG 291
NTDB id 1305 DR RS10600 WP 010888696.1 PELLTLGGFLVSLALSSAGTGPGLLDMLRGGLMAAGAVSLVCGVYWWIYWRRNKQAEDDGTDDEQSDPVAMGFGDVKLAA 320
consensus !* !!!* ** ! * ** !* !!* !*! !*!!!** ! *!*!! *********** **! *!!!!!*!!!!! *
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NTDB id 90159 TthTMY RS00735 WP 223903317.1 ALGAWLGPYA.FLALFLGVFAGALLGLL....LRQRKLPFGPYLALGGVVAFFFGEAIWGAYLRLLGL 354
NTDB id 1305 DR RS10600 WP 010888696.1 VIGAFLGWERLLLAVVVAIFAGAVLGLVQLALKQENRVKFGPYLALGAVVALLWGGPLLDWYRGLLGM 388
consensus *!!*!!* * !!* ***!!!!*!!!***** ***!!!!!!!!*!!! *! ** ! !!!*
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