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NTDB id 90040 LDO91 RS12260 WP 399484599.1 ................................................................................ 0
NTDB id 1157 A1552VC RS03895 WP 001888250.1 .........MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKSPDVPI 71
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
consensus ****** ** ** ****** *** ** ********** ******************* * ** *****

logo

V
A
F
M
V

I
L
MTAHYGNSLMIDI

TAI
V
A
Q
EALMKRHKAGAFQDFVLSTIKPCVDNELQAGVDHRLDREQVLTLVAQNKTNAI

L
N
R
L
R
K
Q
R
A
G
K
N
S

P
V
K
E
L
H
K
R

N
S
P
D
E
V
T
A
D
S
T

N
E
E
K
N
P

D
N
A
L
N
P
Q

E
V
N
D
N
Y
K
N
Q
L
R
G
F
L
L
IGERSSLPQPTI

M
R
Q
Q
ALVRYI

N
R
A
Q
TIGKDKS ILAAPSR

NTDB id 90040 LDO91 RS12260 WP 399484599.1 ..MTAHGSIDTAVEAMRKGAQDFLIKPCEADRLRVTVNNALRKAGKLRSPTSEPDNNYQGFIGSSQTMQAVYRTIDSAAP 78
NTDB id 1157 A1552VC RS03895 WP 001888250.1 VFMTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDVDNKNQNYQGFIGSSQTMQAVYRTIDSAAS 151
NTDB id 1473 PAKAF RS24000 WP 003094694.1 AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNP....EAEEAPVDNRLLGESPPMRALRNQIGKLAR 154
NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEH.DTTENALENKLLIGRSLPIQQLRIAIKKIAR 159
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NTDB id 90040 LDO91 RS12260 WP 399484599.1 SKASLFITGESGTGKEVCAEAIHAASKRGDSPFIAINCAAIPKDLIESELFGHVKGAFTGASTDRQGAAELADGGTLFLD 158
NTDB id 1157 A1552VC RS03895 WP 001888250.1 SKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADGGTLFLD 231
NTDB id 1473 PAKAF RS24000 WP 003094694.1 SQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLD 234
NTDB id 1045 H0N27 RS16330 WP 168727019.1 SQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLD 239
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NTDB id 90040 LDO91 RS12260 WP 399484599.1 ELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRNRGEDVV 238
NTDB id 1157 A1552VC RS03895 WP 001888250.1 ELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRARGDDVI 311
NTDB id 1473 PAKAF RS24000 WP 003094694.1 EVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIP 314
NTDB id 1045 H0N27 RS16330 WP 168727019.1 EIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVL 319
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NTDB id 90040 LDO91 RS12260 WP 399484599.1 EIAYSLLGHMSHEEGKGFVRFSQQVLDKFIEYEWPGNVRQLQNVLRNAVVLNHGSEITLNMLPPPLNLPSVSELKQANAT 318
NTDB id 1157 A1552VC RS03895 WP 001888250.1 EIAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQMSAPINRA..LP 389
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGAS......... 385
NTDB id 1045 H0N27 RS16330 WP 168727019.1 LLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANI.SNPFASAA 398
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NTDB id 90040 LDO91 RS12260 WP 399484599.1 DSISTKL......SIEEIR....PLWLTEKSAIEQAIEACEGNIPKAAGHLDVSPSTLYRKLQTWKEQ........ 376
NTDB id 1157 A1552VC RS03895 WP 001888250.1 LAHENKV......SVHEIF....PLWMTEKQAIEQAIEACDGNIPRAATYLDVSPSTIYRKLQTWNEKVKEKEKER 455
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ........QEGAASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID........ 445
NTDB id 1045 H0N27 RS16330 WP 168727019.1 QSIQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQ.EV 473
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