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NTDB id 1021 ACIAD RS00975 WP 004930462.1 MITILSSHHYHTIKVWYVLQHSLSGFKKLIHYFGDC.......ETALQPQRLSDWQKLGLHANHLKRLEEVHTLQ.GQQQ 72
NTDB id 1094 KZH42 RS01320 WP 002224767.1 ...MTEDERFAWLQLAFTPYIGAESFLLLMRRFGSAQ........NALSAPAEQVAALIRHKQALEAWRNAEKRALARQA 69
NTDB id 1089 NMB RS00600 WP 002224767.1 ...MTEDERFAWLQLAFTPYIGAESFLLLMRRFGSAQ........NALSAPAEQVAALIRHKQALEAWRNAEKRALARQA 69
NTDB id 1122 OK783 RS09595 WP 003705341.1 ...MTEDERFAWLQLAFTPYIGAESFLLLMRSFGSAQ........NALSAPAEQVAPAVRHKHALEAWRNAEKRALARQA 69
NTDB id 1120 NGFG RS10355 WP 020997408.1 ...MTEDERFAWLQLAFTPYIGAESFLLLMRSFGSAQ........NALSAPAEQVAPAVRHKHALEAWRNAEKRALARQA 69
NTDB id 1388 A4U84 RS04945 WP 062924099.1 .....MTHLTKLLALLQVPQLGAQRIGRLLSEVDF.........GEFCQYDKTALKQMGWNERQIQRWFNPE.....HKW 61
NTDB id 1361 HI 0985 AAC22646.1 ....MNDITYTLLRLMQVPKLGGVGIDKILSNITL.........NELLNYDDVAFRQMGWGAIQIRRWFKPE.....AKF 62
NTDB id 1250 GCO85 RS13065 WP 027219989.1 .....MNNLQPLLALNRMKRIGPRTVLKLQKRWPDLNLMFQLSSVDLEEAGLPSWLAQTIK........NFD.....PDF 62
NTDB id 1152 A1552VC RS00200 WP 000654772.1 ...MKDQDLAAWLALCFTPKLGSKTISHLLATRLP.........AQLQSFTPKQWLACGLKPEQLVFLTTQA.....AKQ 63
NTDB id 89975 LDO37 RS18205 WP 126609778.1 ...MTENELRAWLTLSFTPQLGGQSLTRLLTIDSP.........VNLLSSSEERWQAIGLKPKQIQFLKASS.....HPE 63
NTDB id 1399 DSB67 RS15600 WP 010645755.1 MTPQNDIDLAAWLKLSCLPGIGGVKMNKLLSKDTP.........SNIVQYSTEQLQLLGLTAKQLQAWSQ.V.....DKE 65
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NTDB id 1021 ACIAD RS00975 WP 004930462.1 FEKMLA.QLQTHTDFIVTPDDPAYPSQLIPYQDRPPILFGQGSIQSLIQPQIAVVGSRKPSPHGRQVAYDFSYFLSEKGF 151
NTDB id 1094 KZH42 RS01320 WP 002224767.1 AEAALEWEMRDG.CRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVQLLHKPSAAIVGSRHATPQAMRIAKDFGKSLGGKGI 148
NTDB id 1089 NMB RS00600 WP 002224767.1 AEAALEWEMRDG.CRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVQLLHKPSAAIVGSRHATPQAMRIAKDFGKSLGGKGI 148
NTDB id 1122 OK783 RS09595 WP 003705341.1 AEAALEWEMRDG.CRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVRLLHKPSAAIVGSRHATPQAMRIAKDFGRALGGKGI 148
NTDB id 1120 NGFG RS10355 WP 020997408.1 AEAALEWEMRDG.CRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVRLLHKPSAAIVGSRHATPQAMRIAKDFGRALGGKGI 148
NTDB id 1388 A4U84 RS04945 WP 062924099.1 IDQALQWAEQDQ.QQILTLFDEDYPFLLKQISTAPPVLFVRGNVESLSLPQIAIVGSRDYSHYGEHWAGHFSAELVKHQL 140
NTDB id 1361 HI 0985 AAC22646.1 IEPALVWSQKEG.NHLVNYFSPFYPFLLKQTASFPPLLFVKGNLTALSQRQMAMVGSRYCTTYGEYWAKHFATELSLAGF 141
NTDB id 1250 GCO85 RS13065 WP 027219989.1 IKTDLNWLSSSENHHILTWDSPYYPALLKEIADPPFILYAKGELSALTQPSLAIVGSRNASVTGNENARAFSREISRHGV 142
NTDB id 1152 A1552VC RS00200 WP 000654772.1 AEQCLQWRSAANNRYIVTPHCPLYPRLLKEINSSPPVLFIEGIWEAVHDPAVAIVGSRNASVDGRQIARQFATELAQSGL 143
NTDB id 89975 LDO37 RS18205 WP 126609778.1 VDECLEWQLASN.HHIVTLLDCAFPPLLKEVSSPPTTLFVKGDARSLSTPQIAMVGSRNASIEGLQTARAFAKDLSANGL 142
NTDB id 1399 DSB67 RS15600 WP 010645755.1 VDACLTWVAASSHHHILTLADALYPPLLKQTVAPPPLLFVKGEASCLPQPQIAMVGSRNASVDGLQHTRTFASDLVQHDL 145
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NTDB id 1021 ACIAD RS00975 WP 004930462.1 YITSGLAHGIDEAAHQGSLVH.HRAIAVVGTGLDLCYPSGNKALKQHIRDQGGAIVSEFLPGTPPLQAHFPRRNRIVSGL 230
NTDB id 1094 KZH42 RS01320 WP 002224767.1 PVVSGMASGIDTAAHQGALQAEGGTIAVWGTGIDRIYPPVNKNLAYEIAE.KGLIVSEFPIGTRPYAGNFPRRNRLIAAL 227
NTDB id 1089 NMB RS00600 WP 002224767.1 PVVSGMASGIDTAAHQGALQAEGGTIAVWGTGIDRIYPPVNKNLAYEIAE.KGLIVSEFPIGTRPYAGNFPRRNRLIAAL 227
NTDB id 1122 OK783 RS09595 WP 003705341.1 PTVSGMASGIDTAAHQGALEAEGGTVAVWGTGIDRIYPPANKNLAYEIAE.KGLIVSEFPIGTRPYAGNFPRRNRLIAAL 227
NTDB id 1120 NGFG RS10355 WP 020997408.1 PTVSGMASGIDTAAHQGALEAEGGTIAVWGTGIDRIYPPANKNLAYEIAE.KGLIVSEFPIGTRPYAGNFPRRNRLIAAL 227
NTDB id 1388 A4U84 RS04945 WP 062924099.1 AVTSGLAIGIDGFCHQRAANENGITIAVLGSGLDQVYPARHKKLAEQIVETSGALVSEFFPSQPPIAENFPRRNRIISGL 220
NTDB id 1361 HI 0985 AAC22646.1 TITSGLALGIDGHCHQAVVNIQGQTIAVLGSGLEQIYPSKHQRLSAQIIENNGALVSEFLPNQAPIAANFPRRNRIISGL 221
NTDB id 1250 GCO85 RS13065 WP 027219989.1 SIVSGLALGIDAHAHLGCLEGGGKTIAVLGTGIDCIYPRRHLKLAEQITE.NGLLLSEFPLKSPPIAGHFPLRNRIISGL 221
NTDB id 1152 A1552VC RS00200 WP 000654772.1 VVTSGLALGIDGYAHDGALQAQGQTVAVLGSGLAQVYPKQHQGLAERIIA.QGALVSEFAPHTPPKADHFPRRNRIISGL 222
NTDB id 89975 LDO37 RS18205 WP 126609778.1 VVTSGLALGVDGHAHDGALEGGGQTVAVLGSGLDCIYPARHRKLAQRIIE.QGALVSEFRPNTKPRPEHFPRRNRIISGL 221
NTDB id 1399 DSB67 RS15600 WP 010645755.1 IVTSGLALGIDGHAHDGALLAGGKTIAVLGSGLEQVYPARHRGLAQRVAE.NGALVSEFRPDAKPRAENFPRRNRIISGL 224
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NTDB id 1021 ACIAD RS00975 WP 004930462.1 SLGVLVVEATLKSGSLITANKAAEQGKVVFAIPGHIYSEFHQGCHQLIREGAILVDHPEQIIEDLALPTHWHSQSTASGE 310
NTDB id 1094 KZH42 RS01320 WP 002224767.1 SQVTLVVEAALESGSLITARLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLVECLDDILNECPGLLQNTGASS.YSI 306
NTDB id 1089 NMB RS00600 WP 002224767.1 SQVTLVVEAALESGSLITARLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLVECLDDILNECPGLLQNTGASS.YSI 306
NTDB id 1122 OK783 RS09595 WP 003705341.1 SQVTLVVEAALESGSLITAGLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLTECLDDILNECPGLLQNTGASS.YSI 306
NTDB id 1120 NGFG RS10355 WP 020997408.1 SQVTLVVEAALESGSLITAGLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLTECLDDILNECPGLLQNTGASS.YSI 306
NTDB id 1388 A4U84 RS04945 WP 062924099.1 SLGTLVIEATVNSGSLITARYALEQGREVFALPNSVQNPYSEGCHKLIKEGALLVENVEDILEAIAWQRQSVHIQPSL.F 299
NTDB id 1361 HI 0985 AAC22646.1 SVGTLVVEATEKSGSLITARYALEQNREVFAVPGNIQNKSSQGCHRLIKQGAMLVENAKDILETLYQHS..IHSQTEIDF 299
NTDB id 1250 GCO85 RS13065 WP 027219989.1 SLCILVIEAAIKSGSLITARMALEQNRDVLAIPGSIHNPLARGCHYLLQQGAKLVTSVADVLDELKIEHHQF........ 293
NTDB id 1152 A1552VC RS00200 WP 000654772.1 SLGVVVVEAAEKSGSLITARYAAEQGREVFVVPGSIFNAASQGSNQLIRQGACLVQSVQQIHQELKNALTWS.......L 295
NTDB id 89975 LDO37 RS18205 WP 126609778.1 SVGVFVVEAAERSGSLITARYAAEQGRDVFALPGSIHNPNSRGGNALIKSGACLVQSSEDILQEVENLVSWS.......F 294
NTDB id 1399 DSB67 RS15600 WP 010645755.1 SLGVLVVEAAEKSGSLITARYALEQGREVFALPASINAPNASGGNQLIQNGACLVQNTQEVLNEIQSLLDWS.......I 297
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NTDB id 1021 ACIAD RS00975 WP 004930462.1 AN.............ADDS....GKTDDADLPDDLLP...LYQLLDWQGQDLDQLAQHYQGSTAELTAQLMELELLGVCI 370
NTDB id 1094 KZH42 RS01320 WP 002224767.1 N.KGIPEKRITAVQTASDQLSLPEGKMPSEKTENRPVGGSILDRMGFDPVHPDVLAGQLAMPAADLYAALLELELDGSVA 385
NTDB id 1089 NMB RS00600 WP 002224767.1 N.KGIPEKRITAVQTASDQLSLPEGKMPSEKTENRPVGGSILDRMGFDPVHPDVLAGQLAMPAADLYAALLELELDGSVA 385
NTDB id 1122 OK783 RS09595 WP 003705341.1 N.KDTPDTGRRAVQTAY..APPPAAKMPSEGAAGGTAVGGILDKMGFDPVHPDVLAGQLAMPAADLYAALLELELDGSVA 383
NTDB id 1120 NGFG RS10355 WP 020997408.1 N.KDTPDTGRRTVQTAY..APPPAAKMPSEGAAGGTAVGGILDKMGFDPIHPDVLAGQLAMPAADLYAALLELELDGSVA 383
NTDB id 1388 A4U84 RS04945 WP 062924099.1 DTKP.............KQAVKSEPKFAKNLPELTACQQQLFEQISLEPISVDDLAKATDMAVETALIELLNLELLGVVK 366
NTDB id 1361 HI 0985 AAC22646.1 DQIAVP...........NYTPPPDPR...RL.VEAPSHPKLYSRIGYTPVSIDDLAEEFNLSVDVLLVQLLDLELQDLII 364
NTDB id 1250 GCO85 RS13065 WP 027219989.1 ....................TSNKPIFSLASGKE.....NLVKFIGFETTTIDQIIDRSGYGMEQVTSGLAELELKGAVI 348
NTDB id 1152 A1552VC RS00200 WP 000654772.1 S................EQVPYQATLFSAVQSDEELPFPELLANVGIEATPIDILASRTQIPVQDIMMQLLELELLGHVV 359
NTDB id 89975 LDO37 RS18205 WP 126609778.1 S................QQ....TSIFSEEASQEELPFPELMANVGLEATPVDILAERTHIPVHEVMMQLLELELSGYVV 354
NTDB id 1399 DSB67 RS15600 WP 010645755.1 N................QS....LDLFSAPIDEEELPFPQLLANVGNEATPVDILASRTNIPVQEVMMQLLELELSGHVV 357
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NTDB id 1021 ACIAD RS00975 WP 004930462.1 QQSGRYLRCRSPY 383
NTDB id 1094 KZH42 RS01320 WP 002224767.1 AMPGGRYQRIRT. 397
NTDB id 1089 NMB RS00600 WP 002224767.1 AMPGGRYQRIRT. 397
NTDB id 1122 OK783 RS09595 WP 003705341.1 AMPGGRYQRIRT. 395
NTDB id 1120 NGFG RS10355 WP 020997408.1 AMPGGRYQRIRT. 395
NTDB id 1388 A4U84 RS04945 WP 062924099.1 QVRGGYVIT.... 375
NTDB id 1361 HI 0985 AAC22646.1 SENGLYKRV.... 373
NTDB id 1250 GCO85 RS13065 WP 027219989.1 AVPGGYIRCEYER 361
NTDB id 1152 A1552VC RS00200 WP 000654772.1 AVPGGYIRKGRG. 371
NTDB id 89975 LDO37 RS18205 WP 126609778.1 AVPGGYIRKGRG. 366
NTDB id 1399 DSB67 RS15600 WP 010645755.1 AVSGGYIRKGRG. 369
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