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NTDB id 89941 LDO37 RS03670 WP 126609001.1 ................................................MFKPNKKQKFKRLQHTLMVAFLVLSITPLTMI 32
NTDB id 1143 A1552VC RS01965 WP 001883436.1 MRLCPRFSLDLLVKVKKLVNFVTLGFSCLSPTHAWRSPQSFTESNTLIMFRFYRKQKFKRLQNTLMAAFLALSIIPLTIT 80
consensus ************************************************!!** *!!!!!!!!*!!! !!! !!! !!!*

logo ALFFLHQSHSKDLEQEQQSTSHYLLVSVRDNTKKQQQLVI
LDYFMEMAKESEVMGFVRSELAYANSGGRFYGL IVNAFNQNRLDGEVSTI EAQARDEHYAQ

NTDB id 89941 LDO37 RS03670 WP 126609001.1 ALFFLQSHSKDLQEQSTSHLLSVRDTKKQQLLDYFEAKESEVMGFVRSELAYNSGGRFYGLINAFNNLGETIEQARDYAQ 112
NTDB id 1143 A1552VC RS01965 WP 001883436.1 ALFFLHSHSKDLEQQSTSYLVSVRDNKQQQVIDYMMAKESEVMGFVRSELAYASGGRFYGLVNAFQRLDVSIEAAREHAQ 160
consensus !!!!!*!!!!!! !!!!*!*!!!! ! !!**!! !!!!!!!!!!!!!!!! !!!!!!!!*!!!* ! *!! !!**!!

logo QRYIQTGSGDQIKTSVLPEQSESDSYQVGSERYRLLMHKRYHRWARYLVDELLKRSDFDDI LLVDI
MDGNVVYS ILNYKYDNFYGTNLLNTGKYQS

NTDB id 89941 LDO37 RS03670 WP 126609001.1 QRYIQGSGDQIKTSVLPESEDYQGSERYRLMHKRYHRRYVDLLKRSDFDDILLVDMDGNVVYSLNKYDNYGTNLNTGKYS 192
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QRYITGSGDQIKTSVLPQSSSYVGSERYRLLHKRYHWAYLELLKRSDFDDILLVDIDGNVVYSIYKYDNFGTNLLTGKYQ 240
consensus !!!! !!!!!!!!!!!! ! ! !!!!!!!*!!!!! !**!!!!!!!!!!!!!!*!!!!!!!* !!!!*!!!! !!!!
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NTDB id 89941 LDO37 RS03670 WP 126609001.1 ESNLGKTFNALKEKVRK.HKDNQDFTPIAMSDFALEGNEHVAWFAAPIVQHEYLHSYALFRLPSTKLLSLFEDAATSKTI 271
NTDB id 1143 A1552VC RS01965 WP 001883436.1 DTNLGHTFKRLEQTVNEQRKTNEDFTPVVISDFVQEDGKQYAWLGAPIIQQGYLHSYAMFRLPSNAITKLIAEGSSNPSM 320
consensus **!!!*!! ! ! **! ! !!!!* *!!! ! * !! *!!!*!* !!!!!!*!!!!! * ! ** * ***
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NTDB id 89941 LDO37 RS03670 WP 126609001.1 KAFLVGEDKAARIFNVSQEEIDESAEIIELALNDQTSVKTFVNTSGENIIAAFTNIQIQNIEWALVAERTEAEAFARIQQ 351
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QTILVGQDHRSRTLTSAEIAVEKSKAVVDLALSGKRAVGTYTNTDGEQIIAAYAPINLKNIHWALVVELPEKEAFARVRQ 400
consensus !!! !* ! ** ! ***!!! ! !* !! !!*!!!!* *!** !!*!!!! ! *! !!!!!* !
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NTDB id 89941 LDO37 RS03670 WP 126609001.1 LEKVFVVAMFIAIILVVICSHYLSNFITSPLLKLTWSAERVSAGDLDEVMFETKRKDEIGRLGVSFQRMQRSIREKILTI 431
NTDB id 1143 A1552VC RS01965 WP 001883436.1 LEKLFVFAMLTAIVLVVIASHYLSNFITSPLLKLTWAAERVSAGDLDEAMINTERKDEIGRLAVSFERMQRSIREKISLI 480
consensus !!!*!! !! !!*!!!!*!!!!!!!!!!!!!!!!! !!!!!!!!!!! ! ! !!!!!!!!*!!! !!!!!!!!!! !

logo KSQNEKELEASHNLKL IV IQRKTQNDELQLANKLKDEFLATTSHELRTPLHGMI
VGIAEAL I SGANGP IPSAANHQKHYQLDI I INSSGQRLA

NTDB id 89941 LDO37 RS03670 WP 126609001.1 KSQNEELEAHLKVIQTQNDELQLANKLKDEFLATTSHELRTPLHGMVGIAEALISGANGPIPANQKHQLDIIINSGQRLA 511
NTDB id 1143 A1552VC RS01965 WP 001883436.1 KSQNKELESNLLIIRKQNDELQLANKLKDEFLATTSHELRTPLHGMIGIAEALISGANGPISAAHKYQLDIIISSGQRLA 560
consensus !!!! !!! *! *! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!*! *!*!!!!!! !!!!!!



logo TLVDDLLDYHKMRYGASLDIQARCSAVDNLSSASTRLVLELSHQHLLGKNKSTI
LR I INQVPSEMDQLPPVLWVSADPQRI

LEQVLYNL IGNAIKY
NTDB id 89941 LDO37 RS03670 WP 126609001.1 TLVDDLLDYHKMRYGSLDIQASAVNLSSSTRLVLELSQHLLGNKSIRIINQVPMDLPLVSADPQRIEQVLYNLIGNAIKY 591
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TLVDDLLDYHKMRYGALDIQRCAVDLSSATRLVLELSHHLLGKKTLRIINQVSEQPVWVSADPQRLEQVLYNLIGNAIKY 640
consensus !!!!!!!!!!!!!!! !!!! *!! !!! !!!!!!!!*!!!! !**!!!!!!* ** !!!!!!!*!!!!!!!!!!!!!!

logo TSEGKIV I SATVYI
LDDEKLVRVQVVDTGQGIPAEQLEHI FEPL IQAGHQDASSRYRQGAGLGLS I SRQL I ELMGHGTLYVSSQPLMV

NTDB id 89941 LDO37 RS03670 WP 126609001.1 TSEGKIVISATVLDEKLRVQVVDTGQGIPAEQLEHIFEPLIQAGQDSSRYRQGAGLGLSISRQLIELMGGTLYVSSQPLV 671
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TSEGKIVISATYIDDKVRVQVVDTGQGIPAEQLEHIFEPLIQAGHDASRYRQGAGLGLSISRQLIELMHGTLYVSSQPMV 720
consensus !!!!!!!!!!! *!*!*!!!!!!!!!!!!!!!!!!!!!!!!!!!*! !!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!*!

logo GTTFSFSTLPLASEEE IAS IQASKRQLGLTETLQPSHFQAPDESVLSDSAEKLLPDEEQNSNSLPENEPDHGPL ILLVVADDEPVNLQR I
VLDSFLKRLMEGYRVHKT

NTDB id 89941 LDO37 RS03670 WP 126609001.1 GTTFSFSLPLASEEEISISKQLGTTQSHFQAPDSSDSAKLDENSLPENPDGPLIVVADDEPVNLQILDSFLKMEGYRVKT 751
NTDB id 1143 A1552VC RS01965 WP 001883436.1 GTTFSFTLPLASEEEIAQAR..LTELPHFQAPEVLDSELPEQSNLPENEHGPLLLVADDEPVNLRVLDSFLRLEGYRVHT 798
consensus !!!!!!*!!!!!!!!! *** ! *!!!!!* !! ** !!!!**!!!**!!!!!!!!! *!!!!!**!!!!!*!
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NTDB id 89941 LDO37 RS03670 WP 126609001.1 AKDGTEALELVQQEKPELLLLDVMMPGLSGYQVCEQVRLSYDHSELPVIMLTALSQTNDRIKGFDSGANDYLTKPFNKLE 831
NTDB id 1143 A1552VC RS01965 WP 001883436.1 AQDGHQVLEAIKREKPELVLLDIMMPGMSGYQVCEKLRQTYDHAELPIIMLTALNQSDDRVRGFEAGANDYLSKPFNKQE 878
consensus ! !!* !! * !!!!!*!!!*!!!!*!!!!!!! *! *!!! !!!*!!!!!! !* !!**!!* !!!!!!*!!!!! !

logo LAASR IKVAHLATAGSKAELRR I ENADKQLQAKELKHQRALMVEANSLLETQGRLLEQLESAPEAI LCLVKRDEDGGNKR I
VRFANEAAAKRLFKRRTPQ

NTDB id 89941 LDO37 RS03670 WP 126609001.1 LASRIKAHLAAGKAELRRIENDKLQAELKQRALVEANLLETQGRLLEQLESAPEAILCLRDDGRIRFANEAAAKLFKRTQ 911
NTDB id 1143 A1552VC RS01965 WP 001883436.1 LAARIVAHLTASKAELRRIENAQLQKELKHRAMVEASLLETQGRLLEQLESAPEAILCVKEGNKVRFANEAAARLFRRTP 958
consensus !! !! !!! ! !!!!!!!!! !! !!!*!!*!!! !!!!!!!!!!!!!!!!!!!!!*** **!!!!!!!!*!!*!!*
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NTDB id 89941 LDO37 RS03670 WP 126609001.1 EQLKRSNGDEVIAPKYLNLQEDHFCGGIDVYVDDRRDHISADVLKLPEGSDIHYMYIFNVGGGLNAARINNLETAVEALS 991
NTDB id 1143 A1552VC RS01965 WP 001883436.1 EQLKRSNAEELIAPKFLNIEQEHYCGNIDVYVDDVRQHLSADVLRLPQGSGLQAMYIFNVGGSVNAARIHNLETAVEALS 1038
consensus !!!!!!!**!*!!!!*!!* *!*!! !!!!!!! ! !*!!!!!*!! !! ** !!!!!!!! *!!!!!*!!!!!!!!!!
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L
D
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NTDB id 89941 LDO37 RS03670 WP 126609001.1 SYAFEGDKGKLQQLKELGGEFTRIADKVSGRGGDKQELMREILVDSMTTAIDYWESETGQTKFSFAEQSGLWRVYLDRST 1071
NTDB id 1143 A1552VC RS01965 WP 001883436.1 SYAFEGDKDKLQKLKELGGEFTRLADKASGEYQSKQDLMRAVLVEAMTSALNYWERVSGQSKFTFAEQSGLWRVYLDRST 1118
consensus !!!!!!!! !!! !!!!!!!!!!*!!! !! !!*!!! *!!* !!*!* !!! *!!*!!*!!!!!!!!!!!!!!!!
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NTDB id 89941 LDO37 RS03670 WP 126609001.1 LQTRTLDKYLRVETLPKTPRWRTVINSIEFILEHCHTPSGQREKLITLRDKLQKLLTS. 1129
NTDB id 1143 A1552VC RS01965 WP 001883436.1 LQTRTLDKYLRIETLPKTPRWRTVLNSLDYILEHCKEAGPERTHIEMQRDKLQKLLTSE 1177
consensus !!!!!!!!!!!*!!!!!!!!!!!!*!!***!!!!!* * * ! ** !!!!!!!!!!*
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