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NTDB id 1169 A1552VC RS11075 WP 000648511.1 .............. BXKATQTLPEKNER 64
NTDB id 1402 DSB67 RS12670 WP 010643257.1  ............... KNMR Q 63
NTDB id 1113 AAA85695.1 219..1451( ) ...... MAKNGGFSH. . . FRIKKEKR|3I 66
NTDB id 1112 NGFG RS09215 WP 003689811.1  ...... MAKNGGFSH. . . FEAKKEKRJ3I 66

NTDB id 1252 GCO85 RSO07730 WP 011213805.1  ............... MDKN§PP

NTDB id 89894 LD018 RS20230 WP 224021175.1 MATATTTKKPRSKKEEQKSQPK

LTIH . . 63
YTIJEMK . .. 77

NTDB id 1198 PSJM300 03950 AFN76868.1 . ... ........... MAQKRIKNSVIT, . .. 62
NTDB id 1016 ACIAD RS01680 WP 004920476.1  .............. AAKKTQVMPVIZA . 65
NTDB id 1059 ABD1 RS01610 WP 000279215.1  .............. AVKKQM PTIgA . 65
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NTDB id 1169 A1552VC RS11075 WP 000648511.1 IRITRQLATM AQ 144
NTDB id 1402 DSB67 RS12670 WP 010643257.1 FTRQ ATM 143
NTDB id 1113 AAA85695.1 219..1451( ) FTRQL TM IRSIRINF SNHIZKVEIIR F AN IRV A A3 T 146
NTDB id 1112 NGFG RS09215 WP 003689811.1 FTRQL TM IRSIRINE SNHIZKVAIDIR F AN MY A Al T 146
NTDB id 1252 GC085 RS07730 WP 011213805.1 F RQLATM 143
NTDB id 89894 LD018 RS20230 WP 224021175.1 TRQ ATM 157
NTDB id 1198 PSJM300 03950 AFN76868.1 FTRQ ATM 142
NTDB id 1016 ACIAD RS01680 WP 004920476.1 FTRQLATM 13 [€ALRIQYP[R]Y F DN 145
NTDB id 1059 ABD1 RS01610 WP 000279215.1 FTRQLATM JQAGVPLVQ FEIVA G)R2NPIWM 13 SJA LRIQYP[a):(F D 145
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NTDB id 1169 A1552VC RS11075 WP 000648511.1 FIQEFGAELPF TQ@MV I3l Q 224
NTDB id 1402 DSB67 RS12670 WP 010643257.1 FINEFGA LPAFTQ V A 223
NTDB id 1113 AAA85695.1 219..1451( ) AMYKEK i ISK KiNALINYPURIV ANWIGAELPAJRTQ D 226
NTDB id 1112 NGFG RS09215 WP 003689811.1 AMYKEK [ ANNIGAELPIZJRTQ D 226
NTDB id 1252 GC085 RS07730 WP 011213805.1 ATYKEK)S FIQEFGA LPANIT E 223
NTDB id 89894 LD018 RS20230 WP 224021175.1 ATY EKBAEF\LKNJKIKKA |JYPIgV FAMFGAELPAFTQ R 237
NTDB id 1198 PSJM300 03950 AFN76868.1 FAFGAELPAFT Vv E 222
NTDB id 1016 ACIAD RS01680 WP 004920476.1 N 225
NTDB id 1059 ABD1 RS01610 WP 000279215.1 AIMYKEK EMLKWNKIKKA JYPLW§V K 225
consensus oo Poskskskokskskok Dk Dk D Dok ok |k R Pk |1k kkkk Pkl 1 ok Pl d Dok Dokokk x| *
fovibtienb oo D o o ot e TLAT AL Y Lyoel 740k |

8 ¥Z|,:}XA|: Epigb Eg EEFBET lr V\é E\L/VE A%V EA Tsitld \1/ ||_A6 ETlsKT N
NTDB id 1169 A1552VC RS11075 WP 000648511.1 LKAL.KNFQILKTSGF ¢ 304
NTDB id 1402 DSB67 RS12670 WP 010643257.1 PI GE LEJKART A FSRTLAT F AG P 303
NTDB id 1113 AAA85695.1 219..1451( ) F INFAAGVPL DWL STAGAIN 306
NTDB id 1112 NGFG RS09215 WP 003689811.1 F IFFAAGVPL DL STAGA 306
NTDB id 1252 GC085 RS07730 WP 011213805.1 SIFIIA ) SINXEFEYeMy DR LK GEILKAIARF RTL lTFAAG PL ALISS[JAGA 303
NTDB id 89894 LD018 RS20230 WP 224021175.1 I LISWRVAHR NSIQ MISMD R DL LK D SIVAGA 317
NTDB id 1198 PSJM300 03950 AFN76868.1 A FIQUABEARSID FRIWNIDRL LK DAL S|UAGA 302
NTDB id 1016 ACIAD RS01680 WP 004920476.1 DALRASTAGA 305
NTDB id 1059 ABD1 RS01610 WP 000279215.1 DAL STAGA 305
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1169 A1552VC RS11075 WP 000648511.1
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