
logo MKHRGFIMKATLFL ITSTVALVSVVLALVCGAGAGLMVSVHQSGSSALFAEAAEPKSASVAGTXKPTSTAPAVEQTAKAEQESAVPQVATAPTQASKAPADEVAPVALQKNVASPADESVVESGDTKRLVNS INTNATSASEE I
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NTDB id 1362 HI 1008 AAC22669.1 ....MKTLFTSV.VLCGALVVSSSFAEEKATX....QTAQSVVTTQ...AEAQVAPAVVSDKLNINTATASEIQKSLTGI 68
NTDB id 89813 AB184 RS12510 WP 016808684.1 MKRGFKTLLTVAVLVCAAGS.QGAFAAPSSGKTSPA.TKESVQTPQAKAPDVLNAPDSEGTRVSINNASAEELAKGLNGV 78
NTDB id 1440 BW25113 RS02290 WP 000680312.1 MKHGIKALLITLSLACAGMS.HSALAAASVAKPTAVETKAEAPAAQSKAAVPAKASDEEGTRVSINNASAEELARAMNGV 79
consensus ** **!*!**** **!**** ***!* * ** * !* ** * ! **** !** ******!!*!*!*!******!*

logo GALKKAEQAIVQSYREKEHYGNPFXKNTAVDEQDLLKEQVQPGI
MGKNASTLLVEKRNRLADSHRVI
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NTDB id 1362 HI 1008 AAC22669.1 GAKKAEAIVQYREKHGNFXNAEQLLEVQGIGKATLEKNRDRIIF 112
NTDB id 89813 AB184 RS12510 WP 016808684.1 GLKKAQAIVSYREEYGPFKTVDDLKQVPGMGNSLVERNLSHLKL 122
NTDB id 1440 BW25113 RS02290 WP 000680312.1 GLKKAQAIVSYREEYGPFKTVEDLKQVPGMGNSLVERNLAVLTL 123
consensus !*!!!*!!!*!!!**!*!*****!**!*!*!****!*!* * *
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