
logo MRCLTCLKLSFKPLCPSNCLNDLPL ISLKRVRVLEGVSVYSFYAYSE I EEL IKSKYAL IGSR I LPLLSQKAGAKEFVKI LQEKQG
NTDB id 89746 OHP008 RS00495 WP 223888395.1 MRCLTCLKLSFKPLCSNCLNDLPLILRVRVLEGVSVYSFYAYSEIEELIKSKYALIGSRILPLLSQKAGKEFVKILQEKG 80
NTDB id 1221 C694 RS07590 WP 001203580.1 MRCLTCLKLSFKPLCPNCLNDLPLSLKVRVLEGVSVYSFYAYSEIEELIKSKYALIGSRILPLLSQKAGAEFVKILQEQG 80
consensus !!!!!!!!!!!!!!!*!!!!!!!! !*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!! !

logo LNTI
TPLYGIA IDDKIKSFYSHSAALLKGFCQGNLKAPTYGRLRANNAVSYAGKSLEFRANNPRDNFTFKGDESLDYFLLDDI I

NTDB id 89746 OHP008 RS00495 WP 223888395.1 LTTPLYGIAIDDKIKSFYSHSAALLKGFCQGNLKATYGRLRANNAVSYAGKSLEFRANNPRDFTFKGDESLDYFLLDDII 160
NTDB id 1221 C694 RS07590 WP 001203580.1 LNIPLYGIAIDDKIKSFYSHSAALLKGFCQGNLKPTYGRLRANNAVSYAGKSLEFRANNPRNFTFKGDESLDYFLLDDII 160
consensus ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!

logo TTGTTLKEALKYLKTLNI
TKVHFAIALCSADE

NTDB id 89746 OHP008 RS00495 WP 223888395.1 TTGTTLKEALKYLKTLNTKVHFAIALCSADE 191
NTDB id 1221 C694 RS07590 WP 001203580.1 TTGTTLKEALKYLKTLNIKVHFAIALCSADE 191
consensus !!!!!!!!!!!!!!!!! !!!!!!!!!!!!!
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