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MADLLSSLKNL BISSGVYQYFDKNRQLLYIGKAKNLKKRIKSYFSIRNNEITPNH[@ASLRIQOMMVKQIAFLETILVENEQDALIL
MADLLSSLKNL]g SSGVYQYFDKNRQLLYIGKAKNLKKRIKSYFSIRNNEITPNH ASLRIQMMVKQIAFLETILVENEQDALIL

L CICAVLIAIRTYYIY OF O PR RO ADILSLTELL AR AR

ENSLIKQLKPKYNILLRDDKTYPYIYMDFSTDFPIPLITRKILKQPGVKYFGPFTSGAKDILDSLYELLPLVQKKNCIKDKKAC
ENSLIKQLKPKYNILLRDDKTYPYIYMDFSTDFPIPLITRKILKQPGVKYFGPFTSGAKDILDSLYELLPLVQKKNCIKDKKAC

PR A8 WA L RN ELNE R D)

FYQIERCKAPCENKITKEEYSKIAKECLEMIENKD LIKELELKMEBILSNNLRFEEALIYRDRIAKIQKIAPFTCMDLAKLYDLD

FYQIERCKAPCENKITKEEYIMKIAKECLEMIENKD LIKELELKME LSNNLRFEEALIYRDRIAKIQKIAPFTCMDLAKLYDLD
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ARV F T LT R L PR S A

IFAFYY SNKAVLVKMFMRGGKIISSAFEKIHSLNGFDTDEAMKQAIINHYQSHLPLMPEQILLNACSNETLKELQ FISHQYSK
IFAFY[Y SNKAVLVKMFMRGGKIISSAFEKIHSLNGFDTDEAMKQAIINHYQSHLPLMPEQILLNACSNETLKELQ FISHQYSK

AL PARLAL 1 O DL LA U i) WA

KIALSIPKKGDKLALIEIAMKNAQEIFSQEKTYNEDLILEEARSLFKLECMPYRVEIFDIASHHISHEQCVGGMVVYENIAFQKNSY]
KIALSIPKKGDKLALIEIAMKNAQEIFSQEKTEINEDLILEEARSLFKLECMPYRVEIFDISHHEBRRIQCVGGMVVYEN FAFQKNSY]

T L ARSI 0

RRYHLKGSIJEYTQMSELLTRRALDFINKEPPPNLWVIDGGRAQLNIALEILKSSGSFVEVIAISKEKRDSKAYRSKGGAKDIIHTP,

RRYHLKGSWEYTQOMSELLTRRALDFIMKEPPPNLWVIDGGRAQLNIALEILKSSGSFVEVIAISKEKRDSKAYRSKGGAKDITHTP
N
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SDTFKLLPSDKRLQWVQKLRDESHRYAINFHRSTKLKNMKQIALLKEKGIGEASVKKLLDYFGSFEAIEKASEQEKNAVLKKRI
SDTFKLLPSDKRLQWVQKLRDESHRYAINFHRSTKLKNMKQTIALLKEKGIGEASVKKLLDYFGSFEATEKASEQEKNAVLKKRI
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