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AR TSR L DR LTS L L LA

MNKW KGE VF GGFATINWTISL YHQKPKAPLNNQPWNLLNDDEVKYPLQDYTFTQNPQPTNTESSKDATIKALQEQLKAALKAL
MNKW KGWY VF GGFATIWTISL YHQKPKAPLNNQPMLLNDDEVKYPLQDYTFTQNPQPTNTESSKDATIKALQEQLKAALKAL
PUE bl Db DO EE D b LD L bbbttt

RN o TP MORSLRLILLR RS AN O DT

NSKEMNSSKEETF@SSPPIDLK NTTPPKKDFSLKQLDLLABRITPFKQSPKNYEENLIFP DNPKGIDGFTNLKEKDIATNENKL
NSKEMNMSKEETFINSPPIDYNTTPPKKDFSLKQLDLLAENRITPFKQSPKNYEENLIFP DNPKGIDGFTNLKEKDIATNENKL
11 DU L hsksksk DD bbbttt r et

AR AR PSR s AT Y ERDIVSN T LT

LRTITADKMIPAFLITPISSQIAGKVIAQVESDIFA MGKAVLIPKGSKVIGYYSNNNKMGEYRLDIVWSRIITPHGINIMLTNA
LRTITADKMIPAFLITPISSQIAGKVIAQVESDIFABIMGKAVLIPKGSKVIGYYSNNNKMGEYRLDIVWSRIITPHGINIMLTNA

AU ELCE LTI AR R AT DL L R RN

KGADIKGYNGLVGELIERNFQRYGVPLLLSTLTNGLLIGITSALNNRGNKEGATNFFGDYLL QLMRQSGMGINQVVNQILRDKS
KGADIKGYNGLVGELIERNFQRYGVPLLLSTLTNGLLIGITSALNNRGNKEGATNFFGDYLL QLMRQSGMGINQVVNQILRDKS

AW RE VTR gk

KIAPIVVIREGSRVFISPNTDIFFPIP ENEVIAEFLKE 378
KIAPIVVIREGSRVFISPNTDIFFPIP ENEVIAEFLKES 376

K non conserved
B similar
> 507 conserved
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