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NTDB id 1175 A1552VC RS12105 WP 000788426.1 SLKVTPQITPDNRLVLDLSVTQDRRGETVKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVPLLGDLP 542
NTDB id 1408 DSB67 RS13980 WP 010643500.1 SLKVTPQITPDNRLVLDLSVTQDRPGQVVKTGTGEAVAIDTQRIGTQVLVNNGETVVLGGIFQHSITNSVDKVPLLGDLP 551
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 YVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 1193 PAKAF RS26665 WP 003161249.1 YLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR......... 714
NTDB id 1347 HI 0435 AAC22094.1 VIKRLFSKESERHQKRELVIFVTPHILKAGETLEALKQKSEGKK. 445
NTDB id 1373 NTHI RS02645 WP 011272046.1 VIKRLFSKESERHQKRELVIFVTPHILKAGETLEALKQKSAGKK. 445
NTDB id 1257 GCO85 RS04855 WP 163621000.1 VVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1284 ACE17W RS12370 WP 010946666.1 VVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 89412 OCU34 RS12085 WP 164711885.1 LLGQLFRRSYEEKGKNELVIFVTPKVIIQ................ 442
NTDB id 1186 GTF74 RS01320 WP 000788426.1 VLGALFRRTYEQMGKSELLIFVTPKVVIQ................ 571
NTDB id 1175 A1552VC RS12105 WP 000788426.1 VLGALFRRTYEQMGKSELLIFVTPKVVIQ................ 571
NTDB id 1408 DSB67 RS13980 WP 010643500.1 LLGALFRRSYENVGKSELLIFVTPKVVIQ................ 580
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