
logo MQQDEHQPTFFFFDYETWGTVNSPAKDRPSQFAGI
VRTDKMDFNI IGEPLVVI

LYCQLPANDYLPANPEAAL ITGIKTPQKVAMNQSKQGLVAPEPEF IAQR
NTDB id 89401 OCU34 RS07470 WP 123016223.1 MQQDHQPTFFFFDYETWGTSPAKDRPSQFAGIRTDKDFNIIGEPVVLYCQLPADYLPNPEAALITGIKPQVAMQKGVPEPEFIQR 85
NTDB id 1141 GTF74 RS08270 WP 001183680.1 MQQEHQPTFFFFDYETWGVNPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQLPNDYLPAPEAALITGITPQKANSQGLAEPEFIAR 85
consensus !!!*!!!!!!!!!!!!!! !!!!!!!!!!!*!!! !!!!!!!!*!*!!!!! !!!! !!!!!!!!! !! ! !**!!!!! !

logo IHYAQELASTPNTI
TNLGYNNS IRFDDEVTRYTACYRNF ILDPYAEWSWYKQHNGNSRWDLLDVLRACHALRPEGI EWPEQNDEDGFYTSFKLEHLSKVA

NTDB id 89401 OCU34 RS07470 WP 123016223.1 IYQELATPNTTNLGYNNIRFDDEVTRYTAYRNFLDPYEWSYKNGNSRWDLLDVLRACHALRPEGIEWPQNEDGYTSFKLEHLSKA 170
NTDB id 1141 GTF74 RS08270 WP 001183680.1 IHAELSTPNTINLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQHGNSRWDLLDVLRACHALRPEGIEWPENDDGFTSFKLEHLSVA 170
consensus !* !! !!!! !!!!! !!!!!!!!!!!*!!!!*!!! !!* *!!!!!!!!!!!!!!!!!!!!!!!!! !*!!*!!!!!!!!! !

logo NGI EHESNAHDALMADVIATI ELMAKKVKALAQPKLFDYFFSTMRHNKRKPLNTDEL IDIVNMQTPLMHVSGMLGRDECRHYTSWI
VVP I

VAWHPTNKQN
NTDB id 89401 OCU34 RS07470 WP 123016223.1 NGIEHENAHDALADVIATIEMAKKVKLAQPKLFDYFFSMRNKRPLNDLIDIVNMTPLMHVSGMLGRDCHYTSWVVPVAWHPTNKN 255
NTDB id 1141 GTF74 RS08270 WP 001183680.1 NGIEHSNAHDAMADVIATIELAKKVKAAQPKLFDYFFTMRHKRKLTELIDIVNQTPLMHVSGMLGRERHYTSWIVPIAWHPTNQN 255
consensus !!!!! !!!!!*!!!!!!!!*!!!!! !!!!!!!!!!*!!*!!*! *!!!!!! !!!!!!!!!!!!**!!!!!*!!*!!!!!! !

logo AVIMVVDLAGKDPQPVLLDELDTADEETLQTAERLYTKRKYEADLAGPDEDLPVPVKLVHI
LNKCP I LAPAKTLTADENAAQKQIG IDREQQCLAHLANI

V
I
LREQHNPT

NTDB id 89401 OCU34 RS07470 WP 123016223.1 AVIMVDLAKDPQVLLDLTADELTERLYTKKEALGPDEDPVPVKLVHINKCPILAPAKTLTADNAAQIGIDRQQCLAHLAILRENT 340
NTDB id 1141 GTF74 RS08270 WP 001183680.1 AVIVVDLGKDPQPLLELDAETLQARLYTRYEDLAPDELPVPVKLVHLNKCPILAPAKTLTAENAQKIGIDREQCLAHLNVIRQHP 340
consensus !!!*!!!*!!!!*!!*! !* ! !!!!* ! !*!!! !!!!!!!!*!!!!!!!!!!!!!!*!! !!!!! !!!!!! **! **

logo

E
QIREKLVTLVFSHQEREFYNPAQESSTDVDSTQLYADGFFSPATDKRAAMAE I IRDTSTAHPENLGASLADIQRFVAHDKPR I EKPLLFRYRARHFYPHWTLSTDESTEQHRR

NTDB id 89401 OCU34 RS07470 WP 123016223.1 QIREKLVTLFSHEREYPASTDVDTQLYDGFFSPTDKAAMAIIRDSHPENLGALDIQFHDPRIKPLLFRYRARHFPWTLSESEQHR 425
NTDB id 1141 GTF74 RS08270 WP 001183680.1 EIREKLVTVFSQEREFNQESDVDSQLYAGFFSPADRAAMEIIRTTAPENLGSLAIRVADKRIEPLLFRYRARHYPHTLTDTEQRR 425
consensus !!!!!!!*!!*!!!** *!!!*!!! !!!!! !*!!! !!! **!!!!! ! ! *!*!! !!!!!!!!!!*!*!!***!!*!

logo WAKADHCRDEYFERSHNI
LEGSYMLNLENLMVHEHEQASDPSKKMAI

LLKASVYHQYVEHKI
LACS

NTDB id 89401 OCU34 RS07470 WP 123016223.1 WKDHCREYFESHIESYMLNLENLMHEHESDSKKMALLKAVYQYVEHIAS 474
NTDB id 1141 GTF74 RS08270 WP 001183680.1 WAAHCRDYFERNLEGYMLNLENLVHEHQADPKKMAILKSVYHYVEKLAC 474
consensus ! !!!*!!! **! !!!!!!!!*!!! !*!!!!*!! !!*!!!**!*

X non conserved

X similar

X ≥ 50% conserved


