
logo MS IVSNTAVTKVEEFDEFDEADETAQLYDEVLTDESTDSASETLTSDEELVAVEGKAKSTAEDNAVQRDEDEFDEAVSASKSLDATQMYLSE IGFSPLLTAEEEVLYARRAL
NTDB id 89395 OCU34 RS02550 WP 123015387.1 MSISNTATKVEEFEFDATQYDVTDSSST...........KKTANAQDDFEVSSKSLDATQMYLSEIGFSPLLTAEEEVLYARRAL 74
NTDB id 1183 GTF74 RS11590 WP 000116737.1 MSVSNTVTKVEEFDFEDEALEVLETDAELTSDEELVAVEGASEDVREEFDASAKSLDATQMYLSEIGFSPLLTAEEEVLYARRAL 85
consensus !!*!!! !!!!!!*!* *! ** *********** * **!* ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo RGCDDEATARKRMIESNLRLVVKI SRRYGSNRGLALLDL I EEGNLGL IRAVEKFDPERGFRFSTYATWWIRQTI ERALMNQTRTIRLP I
NTDB id 89395 OCU34 RS02550 WP 123015387.1 RGCDTARKRMIESNLRLVVKISRRYGNRGLALLDLIEEGNLGLIRAVEKFDPERGFRFSTYATWWIRQTIERALMNQTRTIRLPI 159
NTDB id 1183 GTF74 RS11590 WP 000116737.1 RGDEAARKRMIESNLRLVVKISRRYSNRGLALLDLIEEGNLGLIRAVEKFDPERGFRFSTYATWWIRQTIERALMNQTRTIRLPI 170
consensus !!** !!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo HVVKELNIYLRTARELSQRLDHEPTAPEE IALQELDKRPVDEDVSTKMLRLNER I SSVDTP IGGDGDKALLDI ILPDGSHHNASDPEFVSTQDDND
NTDB id 89395 OCU34 RS02550 WP 123015387.1 HVVKELNIYLRTARELSQRLDHEPTAEEIAQELDKPVEDVSKMLRLNERISSVDTPIGGDGDKALLDIIPDGHHSDPEVSTQDND 244
NTDB id 1183 GTF74 RS11590 WP 000116737.1 HVVKELNIYLRTARELSQRLDHEPTPEEIALELDRPVDDVTKMLRLNERISSVDTPIGGDGDKALLDILPDSHNADPEFSTQDDD 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!*!!!! !!!*!!*!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!*!! !* !!! !!!! !

logo IKRAESLLVNWLDELNPKQKEVLARRFGLLGYEPSTLEEVGRE INSLTRERVRQIQVEGLRRLRE I LVKQGLNSMEALFNVEAYDEFN
NTDB id 89395 OCU34 RS02550 WP 123015387.1 IKASLVNWLDELNPKQKEVLARRFGLLGYEPSTLEEVGREISLTRERVRQIQVEGLRRLREILVKQGLSMEALFNVEAEF 324
NTDB id 1183 GTF74 RS11590 WP 000116737.1 IRESLLNWLDELNPKQKEVLARRFGLLGYEPSTLEEVGREINLTRERVRQIQVEGLRRLREILVKQGLNMEALFNVEYDN 335
consensus !* !!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!! *
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