
logo MKQNQENEHQPTFFFFDYETWGTVHNPAKDRPCSQFAGVRTDMDFNI IGEPLVI FYCQRLPNVDYLPAPEAAL ITGITPQKQANSKQGLASEPEF IADR
NTDB id 89343 OCU42 RS06625 WP 077335909.1 MKNNEQPTFFFFDYETWGTHPAKDRPCQFAGVRTDMDFNIIGEPLVIFCRLPVDYLPAPEAALITGITPQQANSKGLSEPEFIDR 85
NTDB id 1141 GTF74 RS08270 WP 001183680.1 MQQEHQPTFFFFDYETWGVNPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQLPNDYLPAPEAALITGITPQKANSQGLAEPEFIAR 85
consensus ! * *!!!!!!!!!!!!! *!!!!!!*!!!!!!!!!!!!!!!!!!!!*! !! !!!!!!!!!!!!!!!!! !!! !! !!!!! !

logo IHAQELSHTPNTI
T
C
NLGYNS IRFDDEVTRYTCYRNF IDPYAWSWQHNGNSRWDLLDVALRACHALRPEGI

V
E
VWPENDEDGFNTSFKLEHLSVA

NTDB id 89343 OCU42 RS06625 WP 077335909.1 IHQELSHPNTTCLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQNGNSRWDLLDVARACHALRPEGVVWPENEDGNTSFKLEHLSVA 170
NTDB id 1141 GTF74 RS08270 WP 001183680.1 IHAELSTPNTINLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQHGNSRWDLLDVLRACHALRPEGIEWPENDDGFTSFKLEHLSVA 170
consensus !! !!!*!!! *!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!! !!!!!!!!!!* !!!!*!! !!!!!!!!!!!

logo NGI EHSTNAHDAMADVI
YATI ELAKKVI

VKANAQPKLFDYFFYSTMRHKRKLNTAEL IDIVNSMQTPLMHVSGMLGRSEHCRHQYTSWI
VVP I

LAWHPHTNKQN
NTDB id 89343 OCU42 RS06625 WP 077335909.1 NGIEHTNAHDAMADVYATIELAKVIKNAQPKLFDYFYSMRHKRKLNALIDIVSMTPLMHVSGMLGSHCQYTSWVVPLAWHPHNKN 255
NTDB id 1141 GTF74 RS08270 WP 001183680.1 NGIEHSNAHDAMADVIATIELAKKVKAAQPKLFDYFFTMRHKRKLTELIDIVNQTPLMHVSGMLGRERHYTSWIVPIAWHPTNQN 255
consensus !!!!!*!!!!!!!!! !!!!!!! *! !!!!!!!!!**!!!!!!! !!!!! !!!!!!!!!!! ***!!!!*!!*!!!!*! !

logo AVIMVVDLAGKDPQPLFLDELDNADEETI
L
Q
R
A
QRLYTKRRYDEDLAQEPDELP I

VPVKLVHLNKCP I LAPAKTLTAENAHQI
KIG IDRDEKQCLAQHLNSRVI

M
K
RQHSPQ

NTDB id 89343 OCU42 RS06625 WP 077335909.1 AVIMVDLAKDPQPLFDLNADEIRQRLYTKRDDLQEDELPIPVKLVHLNKCPILAPAKTLTAENAHIIGIDRDKCLQHLSRMKQSQ 340
NTDB id 1141 GTF74 RS08270 WP 001183680.1 AVIVVDLGKDPQPLLELDAETLQARLYTRYEDLAPDELPVPVKLVHLNKCPILAPAKTLTAENAQKIGIDREQCLAHLNVIRQHP 340
consensus !!!*!!!*!!!!!! *! !* * !!!!* *!! *!!!!*!!!!!!!!!!!!!!!!!!!!!!!!* !!!!!* !! !! **!**

logo

D
E IREKLVETVFNSEQEREFYNPQTDESTDVDSTMQLYAHDGFFNSPADKRAAME I IRQTTAPPDEANLGQDSLAS IRSFVAQDKQRI EKPLLFRYRARHNW

YPEHTLTDPHTEQQRQR
NTDB id 89343 OCU42 RS06625 WP 077335909.1 DIREKLVEVFNEEREYPTDTDVDTMLYHDFFNPADKAAMEIIRQTPPDALQDLSISFQDQRIKPLLFRYRARNWPETLTPHEQQQ 425
NTDB id 1141 GTF74 RS08270 WP 001183680.1 EIREKLVTVFSQEREFNQESDVDSQLYAGFFSPADRAAMEIIRTTAPENLGSLAIRVADKRIEPLLFRYRARHYPHTLTDTEQRR 425
consensus *!!!!!! !! !!!** **!!!* !!* !! !!!*!!!!!!! !*!* ! ! ! ! !! !!!!!!!!!**!*!!!**!!

logo WAQASHCQRDYFESQRHNLDEDGYMTLNRLENLAVHEHEQAQDPHKKMAQI LKS IVYHYVELKSLATCS
NTDB id 89343 OCU42 RS06625 WP 077335909.1 WQSHCQDYFSQHLDDYTLRLENLAHEHEQDPHKMQILKSIYHYVLSLTS 474
NTDB id 1141 GTF74 RS08270 WP 001183680.1 WAAHCRDYFERNLEGYMLNLENLVHEHQADPKKMAILKSVYHYVEKLAC 474
consensus ! !! !!! *!* ! ! !!!! !!! !!*!! !!!!*!!!! ! *

X non conserved

X similar

X ≥ 50% conserved


