logo

NTDB id 89332 0CU42 RS01165 WP 077336270.1
NTDB id 1158 ABDM36 RS01105 WP 000224452.1

NTDB id 1290 VP RS01235 WP 254894148.1
consensus

logo

NTDB id 89332 0CU42 RS01165 WP 077336270.
NTDB id 1158 ABDM36 RS01105 WP 000224452.

NTDB id 1290 VP RS01235 WP 254894148.1
consensus

logo

NTDB id 89332 0CU42 RS01165 WP 077336270.
NTDB id 1158 ABDM36 RS01105 WP 000224452.

NTDB id 1290 VP RS01235 WP 254894148.1
consensus

logo

NTDB id 89332 0CU42 RS01165 WP 077336270.
NTDB id 1158 ABDM36 RS01105 WP 000224452.

NTDB id 1290 VP RS01235 WP 254894148.1
consensus

logo

NTDB id 89332 0CU42 RS01165 WP 077336270.
NTDB id 1158 ABDM36 RS01105 WP 000224452.

NTDB id 1290 VP RS01235 WP 254894148.1
consensus

rsanserar AL U0 TR A5 TAROAEA

(S YL R e LT DKL A ek T

YF EITRGIEDAAYEHGYLVLLGDSGQQKKRESSFVNLVFTKQADGMLLLGTDLPFDESKSEQKNLPPMVMACE APELELPTVH
YFSEIIRGIEDAAMEHGYLVLLGDSGQQK RESFVNLVFTKQADGMLLLGTDLPFDVSKPEQKNLPPMVMACEFAPELELPTVH
YFSEITRGIEDAAMEHGYLVLLGDSGQQKKRESSFVNLVFTKQADGMLLLGTDLPFDVSKPEQKNLPPMVMACEFAPELELPTVH

B R e A T e e A e

DNHSAFE&/NYHQ HQB QQ QEA&. SFRQ 5K §H¥|¥T T \kLLELS Vv

IDNLTSAFENYVNYLTQ GH[ I I GPD AALCBIFRHQGYNIQALRRAGITMNPI\Y:N@YGDFSFEAGKA RIRLL LS PP[EA F

IDNLTSAFEAVNYLTQLGHKRIAQISGPEEIAALCQFRHQGYQQALRRAGITMNPUNY{WMIGDF FEAGAKAVRELL LPEFPTAIF

IDNLTSAFEAVNYLTQLGHKRIAQISGPD AWULCQFR{MQGYQQALRRAGI |q PYSAAMY FSF GAKAVRISLLRLPEPPTAIF
]

....................... fok bk Pk Pk Dl b D o Dok Dok Dok |

A7 ACACEARUPION HDREAY I TSR KA L LR R RN

CHNDWIMAIGAIQEAKRLG RVPQDLSVVGFDDINFAQYCDPPLTT SQPRYEIGRQAMLMMLE LRGHDVRAGSRLLETKLV RE
CHNDTMAIGAIQEAKRLGLRVPQDLSVVGFDDI FAQYCDPPLTTISQPRYEIGRQAMLMMLELLRGHDVRAGSRLLETKLVVRE
GSRLLETKLVVR{§

i

il

CHMDTMAIGAIQEAKRLGLRVPQDLSVVGFDDINFAQYCDPPLTTISQPRYEIGRQAMLMMLELL GHDV

K
W
SIVINAIRZRG . 334
SAAPPH] I8 335
SAAPP[a] [N 348

Pkl %

K non conserved
B similar
> 507 conserved

157
157
170

242
242
255

327
327
340



