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NTDB id 1094 KZH42 RS01320 WP 002224767.1 ........MTEDERFAWLQLAFTPYIGAESFLLLMRRFGSAQNALSAPAEQVAALIRHKQALEAWRNAEKRALARQAAEA 72
NTDB id 1089 NMB RS00600 WP 002224767.1 ........MTEDERFAWLQLAFTPYIGAESFLLLMRRFGSAQNALSAPAEQVAALIRHKQALEAWRNAEKRALARQAAEA 72
NTDB id 1120 NGFG RS10355 WP 020997408.1 ........MTEDERFAWLQLAFTPYIGAESFLLLMRSFGSAQNALSAPAEQVAPAVRHKHALEAWRNAEKRALARQAAEA 72
NTDB id 1122 OK783 RS09595 WP 003705341.1 ........MTEDERFAWLQLAFTPYIGAESFLLLMRSFGSAQNALSAPAEQVAPAVRHKHALEAWRNAEKRALARQAAEA 72
NTDB id 1388 A4U84 RS04945 WP 062924099.1 ..........MTHLTKLLALLQVPQLGAQRIGRLLSEVDFGEFC.QYDKTALKQMGWNERQIQRWFNP.....EHKWIDQ 64
NTDB id 1361 HI 0985 AAC22646.1 .........MNDITYTLLRLMQVPKLGGVGIDKILSNITLNELL.NYDDVAFRQMGWGAIQIRRWFKP.....EAKFIEP 65
NTDB id 1250 GCO85 RS13065 WP 027219989.1 ..........MNNLQPLLALNRMKRIGPRTVLKLQKRWPDLNLM..F...QLSSVDLEEAGLPSWLAQTIKNFDPDFIKT 65
NTDB id 89330 OCU42 RS00265 WP 077335578.1 MHQSTSNVAENDRLSIWIKLSLTPRLGMQSLLKLLGKVSLEALS.HYSAKEWLTVGLTPVQVSYLLSD....AANQVAED 75
NTDB id 1399 DSB67 RS15600 WP 010645755.1 .....MTPQNDIDLAAWLKLSCLPGIGGVKMNKLLSKDTPSNIV.QYSTEQLQLLGLTAKQLQAW.SQ....VD.KEVDA 68
NTDB id 1152 A1552VC RS00200 WP 000654772.1 ........MKDQDLAAWLALCFTPKLGSKTISHLLATRLPAQLQ.SFTPKQWLACGLKPEQLVFLTTQ....AA.KQAEQ 66
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NTDB id 1094 KZH42 RS01320 WP 002224767.1 ALEWEMR.DGCRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVQLLHKPSAAIVGSRHATPQAMRIAKDFGKSLGGKGIPVV 151
NTDB id 1089 NMB RS00600 WP 002224767.1 ALEWEMR.DGCRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVQLLHKPSAAIVGSRHATPQAMRIAKDFGKSLGGKGIPVV 151
NTDB id 1120 NGFG RS10355 WP 020997408.1 ALEWEMR.DGCRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVRLLHKPSAAIVGSRHATPQAMRIAKDFGRALGGKGIPTV 151
NTDB id 1122 OK783 RS09595 WP 003705341.1 ALEWEMR.DGCRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVRLLHKPSAAIVGSRHATPQAMRIAKDFGRALGGKGIPTV 151
NTDB id 1388 A4U84 RS04945 WP 062924099.1 ALQWAEQ.DQQQILTLFDEDYPFLLKQISTAPPVLFVRGNVESLSLPQIAIVGSRDYSHYGEHWAGHFSAELVKHQLAVT 143
NTDB id 1361 HI 0985 AAC22646.1 ALVWSQK.EGNHLVNYFSPFYPFLLKQTASFPPLLFVKGNLTALSQRQMAMVGSRYCTTYGEYWAKHFATELSLAGFTIT 144
NTDB id 1250 GCO85 RS13065 WP 027219989.1 DLNWLSSSENHHILTWDSPYYPALLKEIADPPFILYAKGELSALTQPSLAIVGSRNASVTGNENARAFSREISRHGVSIV 145
NTDB id 89330 OCU42 RS00265 WP 077335578.1 CLQWQIRGNHRHIVAYFSPDYPALLKEIPSPPPLLFVQGEPALLSVPQLAIVGSRYASMQGLQDAWHFANGIAQHQVAVT 155
NTDB id 1399 DSB67 RS15600 WP 010645755.1 CLTWVAASSHHHILTLADALYPPLLKQTVAPPPLLFVKGEASCLPQPQIAMVGSRNASVDGLQHTRTFASDLVQHDLIVT 148
NTDB id 1152 A1552VC RS00200 WP 000654772.1 CLQWRSAANNRYIVTPHCPLYPRLLKEINSSPPVLFIEGIWEAVHDPAVAIVGSRNASVDGRQIARQFATELAQSGLVVT 146
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NTDB id 1094 KZH42 RS01320 WP 002224767.1 SGMASGIDTAAHQGALQAEGGTIAVWGTGIDRIYPPVNKNLAYEIAEK..GLIVSEFPIGTRPYAGNFPRRNRLIAALSQ 229
NTDB id 1089 NMB RS00600 WP 002224767.1 SGMASGIDTAAHQGALQAEGGTIAVWGTGIDRIYPPVNKNLAYEIAEK..GLIVSEFPIGTRPYAGNFPRRNRLIAALSQ 229
NTDB id 1120 NGFG RS10355 WP 020997408.1 SGMASGIDTAAHQGALEAEGGTIAVWGTGIDRIYPPANKNLAYEIAEK..GLIVSEFPIGTRPYAGNFPRRNRLIAALSQ 229
NTDB id 1122 OK783 RS09595 WP 003705341.1 SGMASGIDTAAHQGALEAEGGTVAVWGTGIDRIYPPANKNLAYEIAEK..GLIVSEFPIGTRPYAGNFPRRNRLIAALSQ 229
NTDB id 1388 A4U84 RS04945 WP 062924099.1 SGLAIGIDGFCHQRAANENGITIAVLGSGLDQVYPARHKKLAEQIVET.SGALVSEFFPSQPPIAENFPRRNRIISGLSL 222
NTDB id 1361 HI 0985 AAC22646.1 SGLALGIDGHCHQAVVNIQGQTIAVLGSGLEQIYPSKHQRLSAQIIEN.NGALVSEFLPNQAPIAANFPRRNRIISGLSV 223
NTDB id 1250 GCO85 RS13065 WP 027219989.1 SGLALGIDAHAHLGCLEGGGKTIAVLGTGIDCIYPRRHLKLAEQITEN..GLLLSEFPLKSPPIAGHFPLRNRIISGLSL 223
NTDB id 89330 OCU42 RS00265 WP 077335578.1 SGLALGIDGQAHQGALDGGGKTIAVLGAGLDRIYPARHRGLAERILEQQSGVLVSEFCPSTPPKATNFPRRNRIISGLSL 235
NTDB id 1399 DSB67 RS15600 WP 010645755.1 SGLALGIDGHAHDGALLAGGKTIAVLGSGLEQVYPARHRGLAQRVAEN..GALVSEFRPDAKPRAENFPRRNRIISGLSL 226
NTDB id 1152 A1552VC RS00200 WP 000654772.1 SGLALGIDGYAHDGALQAQGQTVAVLGSGLAQVYPKQHQGLAERIIAQ..GALVSEFAPHTPPKADHFPRRNRIISGLSL 224
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NTDB id 1094 KZH42 RS01320 WP 002224767.1 VTLVVEAALESGSLITARLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLVECLDDILNECPGLLQNTGASSYSINKG 309
NTDB id 1089 NMB RS00600 WP 002224767.1 VTLVVEAALESGSLITARLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLVECLDDILNECPGLLQNTGASSYSINKG 309
NTDB id 1120 NGFG RS10355 WP 020997408.1 VTLVVEAALESGSLITAGLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLTECLDDILNECPGLLQNTGASSYSINKD 309
NTDB id 1122 OK783 RS09595 WP 003705341.1 VTLVVEAALESGSLITAGLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLTECLDDILNECPGLLQNTGASSYSINKD 309
NTDB id 1388 A4U84 RS04945 WP 062924099.1 GTLVIEATVNSGSLITARYALEQGREVFALPNSVQNPYSEGCHKLIKEGALLVENVEDILEAIAWQRQSVHIQP.SL.FD 300
NTDB id 1361 HI 0985 AAC22646.1 GTLVVEATEKSGSLITARYALEQNREVFAVPGNIQNKSSQGCHRLIKQGAMLVENAKDILETLYQHS..IHSQT.EIDFD 300
NTDB id 1250 GCO85 RS13065 WP 027219989.1 CILVIEAAIKSGSLITARMALEQNRDVLAIPGSIHNPLARGCHYLLQQGAKLVTSVADVLDELKIEHHQFT......... 294
NTDB id 89330 OCU42 RS00265 WP 077335578.1 GVLVIEAAEKSGSLITARYAVEQNRDVFVIPGAIHQSGYRGSNALIRDGACLVQNIEQILSEVGTLSAWIK......... 306
NTDB id 1399 DSB67 RS15600 WP 010645755.1 GVLVVEAAEKSGSLITARYALEQGREVFALPASINAPNASGGNQLIQNGACLVQNTQEVLNEIQSLLDWSI......... 297
NTDB id 1152 A1552VC RS00200 WP 000654772.1 GVVVVEAAEKSGSLITARYAAEQGREVFVVPGSIFNAASQGSNQLIRQGACLVQSVQQIHQELKNALTWSL......... 295
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NTDB id 1094 KZH42 RS01320 WP 002224767.1 IPEKRITAVQTASDQLSLPEGKMPSEKTENRPVGGSILDRMGFDPVHPDVLAGQLAMPAADLYAALLELELDGSVAAMPG 389
NTDB id 1089 NMB RS00600 WP 002224767.1 IPEKRITAVQTASDQLSLPEGKMPSEKTENRPVGGSILDRMGFDPVHPDVLAGQLAMPAADLYAALLELELDGSVAAMPG 389
NTDB id 1120 NGFG RS10355 WP 020997408.1 TPDTGRRTVQTAY..APPPAAKMPSEGAAGGTAVGGILDKMGFDPIHPDVLAGQLAMPAADLYAALLELELDGSVAAMPG 387
NTDB id 1122 OK783 RS09595 WP 003705341.1 TPDTGRRAVQTAY..APPPAAKMPSEGAAGGTAVGGILDKMGFDPVHPDVLAGQLAMPAADLYAALLELELDGSVAAMPG 387
NTDB id 1388 A4U84 RS04945 WP 062924099.1 TKP..........KQAVKSEPKFAKNLPELTACQQQLFEQISLEPISVDDLAKATDMAVETALIELLNLELLGVVKQVRG 370
NTDB id 1361 HI 0985 AAC22646.1 QIA........VPNYTPPPDPR...RL.VEAPSHPKLYSRIGYTPVSIDDLAEEFNLSVDVLLVQLLDLELQDLIISENG 368
NTDB id 1250 GCO85 RS13065 WP 027219989.1 .SN........K........PIFSLASGK.....ENLVKFIGFETTTIDQIIDRSGYGMEQVTSGLAELELKGAVIAVPG 352
NTDB id 89330 OCU42 RS00265 WP 077335578.1 .QE........KPKEKIQQNELFPPLIDDEELPFAEVLANVGVKATPVDILATRTHIPVHEVMRQLLELELSGHVIAVAG 377
NTDB id 1399 DSB67 RS15600 WP 010645755.1 .NQ........SL.......DLFSAPIDEEELPFPQLLANVGNEATPVDILASRTNIPVQEVMMQLLELELSGHVVAVSG 361
NTDB id 1152 A1552VC RS00200 WP 000654772.1 .SE........QV...PYQATLFSAVQSDEELPFPELLANVGIEATPIDILASRTQIPVQDIMMQLLELELLGHVVAVPG 363
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NTDB id 1094 KZH42 RS01320 WP 002224767.1 GRYQRIRT. 397
NTDB id 1089 NMB RS00600 WP 002224767.1 GRYQRIRT. 397
NTDB id 1120 NGFG RS10355 WP 020997408.1 GRYQRIRT. 395
NTDB id 1122 OK783 RS09595 WP 003705341.1 GRYQRIRT. 395
NTDB id 1388 A4U84 RS04945 WP 062924099.1 GYVIT.... 375
NTDB id 1361 HI 0985 AAC22646.1 LYKRV.... 373
NTDB id 1250 GCO85 RS13065 WP 027219989.1 GYIRCEYER 361
NTDB id 89330 OCU42 RS00265 WP 077335578.1 GYIRKGRG. 385
NTDB id 1399 DSB67 RS15600 WP 010645755.1 GYIRKGRG. 369
NTDB id 1152 A1552VC RS00200 WP 000654772.1 GYIRKGRG. 371
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