
logo MSKVSNSTVTKVDEEQFDFDEDSEAFLDELVLNETLTDANELVSTSDEELVAVEAGAVSEVDETVREDEFYDEAVSTASKSLDATQLMYLGSE IGFSPLLTAEEE I
VLYARRAL

NTDB id 89318 OCV37 RS12285 WP 038183088.1 MSKSNSVTKVDQFDFDSEAFDLNTLDNEVSSD.......AVSVETREDYEVTSKSLDATQLYLGEIGFSPLLTAEEEILYARRAL 78
NTDB id 1183 GTF74 RS11590 WP 000116737.1 MSVSNTVTKVEEFDFEDEALEVLETDAELTSDEELVAVEGASEDVREEFDASAKSLDATQMYLSEIGFSPLLTAEEEVLYARRAL 85
consensus !! !!*!!!!* !!!* !! ** ! !**!!******** ! * !!*** * !!!!!!!*!! !!!!!!!!!!!!!*!!!!!!!

logo RGDEAARKRMIESNLRLVVKI SRRYSNRGLALLDL I EEGNLGL IRAVEKFDPERGFRFSTYATWWIRQTI ERALMNQTRTIRLP I
NTDB id 89318 OCV37 RS12285 WP 038183088.1 RGDEAARKRMIESNLRLVVKISRRYSNRGLALLDLIEEGNLGLIRAVEKFDPERGFRFSTYATWWIRQTIERALMNQTRTIRLPI 163
NTDB id 1183 GTF74 RS11590 WP 000116737.1 RGDEAARKRMIESNLRLVVKISRRYSNRGLALLDLIEEGNLGLIRAVEKFDPERGFRFSTYATWWIRQTIERALMNQTRTIRLPI 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo HVVKELNIYLRTARELSQKRLDHEPTAPEDE IALELDKRPSVDDVSTKMLRLNER I SSVDTP IGGDGDKALLDI ILPDASHKHNAYDPEFYSTEQDDD
NTDB id 89318 OCV37 RS12285 WP 038183088.1 HVVKELNIYLRTARELSQKLDHEPTAEDIALELDKSVDDVSKMLRLNERISSVDTPIGGDGDKALLDIIPDAKHYDPEYSTEDDD 248
NTDB id 1183 GTF74 RS11590 WP 000116737.1 HVVKELNIYLRTARELSQRLDHEPTPEEIALELDRPVDDVTKMLRLNERISSVDTPIGGDGDKALLDILPDSHNADPEFSTQDDD 255
consensus !!!!!!!!!!!!!!!!!!*!!!!!!*!*!!!!!!**!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!*!! ** !!!*!! !!!

logo IKRESSLLHNWLDELNPKQKEVLARRFGLLGYEPSTLEEVGKRE INLTRERVRQIQVEGLRRLRE I LLVKQGLNMEASLFDNVESYDEEN
NTDB id 89318 OCV37 RS12285 WP 038183088.1 IKSSLLHWLDELNPKQKEVLARRFGLLGYEPSTLEEVGKEINLTRERVRQIQVEGLRRLREILLKQGLNMESLFDVESEE 328
NTDB id 1183 GTF74 RS11590 WP 000116737.1 IRESLLNWLDELNPKQKEVLARRFGLLGYEPSTLEEVGREINLTRERVRQIQVEGLRRLREILVKQGLNMEALFNVEYDN 335
consensus !* !!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!! !! !! *

X non conserved

X similar

X ≥ 50% conserved


