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NTDB id 89296 OCU56 RS15880 WP 261874913.1 MR.VMLAAALLSFYASECMATTTVLREYWEYESYLNEHPEQKKLTQEMTLRISNPPISANIIQDRPIEIDIVYPGSQLSD 79
NTDB id 1163 A1552VC RS18030 WP 000823678.1 MKRKLISPLFLIAALFSSTGQADSLKGYWHYDEFLAEFPEQRPISELFAQTVRDKPSALTVAQEQPVIISVVYPGQQISD 80
consensus !** ** * ! * * !* !!*!* *! !*!!!**** * *! * !* !* ! *!!!! !*!!
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LDHTRQEQGSEVSLKMEKALKQNEKPSDYL I FTLDSTSTRHKRKFAI EHSVLHSSNSEKTKL I L IQNI
NTDB id 89296 OCU56 RS15880 WP 261874913.1 YWWRNIKALELRLKELNIDFRLRKYSSRPNIDHRQEGESLKKALQNEPDYLIFTLDSSRHKKFAESVLSSNKTKLILINI 159
NTDB id 1163 A1552VC RS18030 WP 000823678.1 YWVRNIKAFEKRMDALGIRYQINQVFTRPNLDTRQQSVSLMEALKNKSDYLIFTLDTTRHRKFIEHVLHSSETKLILQNI 160
consensus !! !!!!! ! !* ! ! * * *!!!*!*!! !! !! ! *!!!!!!!!**!!*!! !*!!*! !!!!! !!
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NTDB id 89296 OCU56 RS15880 WP 261874913.1 TTPIKQWDERQPLMYVGFDHVKGSILLAQEYMRNYPEQANFGLMYFSPGYISEARGDTFVKYIKHQGDYAVKTAYFTHAN 239
NTDB id 1163 A1552VC RS18030 WP 000823678.1 TTPVKDWQGKQPMMYIGFDHEYGAQLLAQYYQAHAP.KKPYSVLYFSEGYISEARGDTFIQDMNAVHHFPLASSYYTKAT 239
consensus !!!*! ! *!!*!!*!!!! ! !!!! ! * !* ** **!!!*!!!!!!!!!!!* * * ***** * !*!*!
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NTDB id 89296 OCU56 RS15880 WP 261874913.1 RASAYEATLAMLDQQPNIDFIYACSTDVAFGVSDALAELEREDVMVNGWGGGS.EIEAIKSGDLDFTIVRMTDETGLAIA 318
NTDB id 1163 A1552VC RS18030 WP 000823678.1 EQSGYEATLNIVKNNPEIGFIYACATDVALGAAQALKELNRQDILVNGWGGGSAELEALAKGELDVTVMRMNDDTGVAMA 319
consensus !*!!!!! ** **! ! !!!!! !!!! ! !! !! ! !**!!!!!!!!*!*!!* !*!! !**!! !*!!*!*!

logo EAGIKLWDLEQGKLPSVPKLVFYSGDKFYEQVLVTKDQDDSAPAQI
R
A
I
A
R
D
ELKALKRAFRYSDNR

NTDB id 89296 OCU56 RS15880 WP 261874913.1 EGIKLDLQGLPVPKVFSGKYQVLTKDDDPQIARDLKLKAFRYSNR 363
NTDB id 1163 A1552VC RS18030 WP 000823678.1 EAIKWDLEGKSVPLVYSGDFEVVTKQDSAARIAELKARAFRYSDR 364
consensus !*!! !! ! *!! !*!! * !*!! ! * *!! *!!!!! !

X non conserved

X similar

X ≥ 50% conserved


