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NTDB id 89276 OCU56 RS04120 WP 261874279.1 MSNNKIENTQLTLLMVEDTLSVATLYKTYLATLNLDIHIVSSGEAALKHLEQNTIDLMLLDLRLPDMTGMDVLNKVSIQA 80
NTDB id 1157 A1552VC RS03895 WP 001888250.1 ..............MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKS 66
consensus **************!!!!! !!! !!**!! *! *!!*!! *! !* ** *!!*!!!!!!!!!!!!!!! !
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NTDB id 89276 OCU56 RS04120 WP 261874279.1 PKVPVIFMTAHGSIEVAVAAMRAGAHDFLIKPCEADQLRITVSKAIHQTQNIKHDILGEVNQYQGFIGSSPSMQKVYKTI 160
NTDB id 1157 A1552VC RS03895 WP 001888250.1 PDVPIVFMTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDVDNKNQNYQGFIGSSQTMQAVYRTI 146
consensus ! !!**!!!!!!!!* !! !!!*!!*!!!!!!!!!! !!*!! !!* *!*!* **!!!!!!!!**!! !!*!!
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NTDB id 89276 OCU56 RS04120 WP 261874279.1 DSAASSKASIFITGESGTGKEVCAEAIHSVSNRSTGPCIALNCAAIPKDLIESELFGHVKGAFTGAAIDRKGAAELADGG 240
NTDB id 1157 A1552VC RS03895 WP 001888250.1 DSAASSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADGG 226
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!! ! ! !*!!*!!!!!!!!!!!!!!!!!!!!!!!!!! *! !!!! !!!!

logo TLFLDELCEMDLDLQTKLLRF IQTGTFYQKVGSSKLMKSRSVDVRFVCATNKRDPWKQEVQREKGRFREDLYYRLYVIPLHLPPLRAER
NTDB id 89276 OCU56 RS04120 WP 261874279.1 TLFLDELCEMDLDLQTKLLRFIQTGTYQKVGSSKLSRVDVRFVCATNKDPWQEVRKGRFREDLYYRLYVIPLHLPPLRER 320
NTDB id 1157 A1552VC RS03895 WP 001888250.1 TLFLDELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRAR 306
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!* !!!!!!!!!!*!!! !! !!!!!!!!!!!!!!!!!!!!!! !
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NTDB id 89276 OCU56 RS04120 WP 261874279.1 GDDIIEIAHSLLGFTSLEENKHFGKFQEQVLRHFVHYPWPGNVRQLQNVIRNIVVLNEGEEVTLDMLPAPLDCFRVDSYS 400
NTDB id 1157 A1552VC RS03895 WP 001888250.1 GDDVIEIAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQMSAPINR 386
consensus !!!*!!!!*!!!!! ! !! !*! * !* *! *!*!!!!!!!!!!!*!!*!!!!!! !*!!!!!!*!! * *
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LYRKLEQKTWENEKGKRVGKEKEKER
NTDB id 89276 OCU56 RS04120 WP 261874279.1 EDAIDTFLDPEKSEDTNKIVPLAQVERRAIERAIELCGGSIPAAASELDVSASTLYRKLEKWEKGRG...... 467
NTDB id 1157 A1552VC RS03895 WP 001888250.1 A....LPLAHENKVSVHEIFPLWMTEKQAIEQAIEACDGNIPRAATYLDVSPSTIYRKLQTWNEKVKEKEKER 455
consensus **** *! ! * ! !! !* !!! !!! ! ! !! !!* !!!!*!!*!!!! ! ******
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