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NTDB id 1021 ACIAD RS00975 WP 004930462.1 MITILSSHHYHTIKVWYVLQHSLSGFKKLIHYFGDCETALQPQRLSDWQKLGLHANHLKRLEEVHT.LQGQQQFEKMLAQ 79
NTDB id 1094 KZH42 RS01320 WP 002224767.1 ...MTEDERFAWLQLAFTPYIGAESFLLLMRRFGSAQNAL.SAPAEQVAALIRHKQALEAWRNAEKRALARQAAEAALEW 76
NTDB id 1089 NMB RS00600 WP 002224767.1 ...MTEDERFAWLQLAFTPYIGAESFLLLMRRFGSAQNAL.SAPAEQVAALIRHKQALEAWRNAEKRALARQAAEAALEW 76
NTDB id 1120 NGFG RS10355 WP 020997408.1 ...MTEDERFAWLQLAFTPYIGAESFLLLMRSFGSAQNAL.SAPAEQVAPAVRHKHALEAWRNAEKRALARQAAEAALEW 76
NTDB id 1122 OK783 RS09595 WP 003705341.1 ...MTEDERFAWLQLAFTPYIGAESFLLLMRSFGSAQNAL.SAPAEQVAPAVRHKHALEAWRNAEKRALARQAAEAALEW 76
NTDB id 1388 A4U84 RS04945 WP 062924099.1 .....MTHLTKLLALLQVPQLGAQRIGRLLSEVDFGE.FC.QYDKTALKQMGWNERQIQRWFNPEH.....KWIDQALQW 68
NTDB id 1361 HI 0985 AAC22646.1 ....MNDITYTLLRLMQVPKLGGVGIDKILSNITLNE.LL.NYDDVAFRQMGWGAIQIRRWFKPEA.....KFIEPALVW 69
NTDB id 1250 GCO85 RS13065 WP 027219989.1 .....MNNLQPLLALNRMKRIGPRTVLKLQKRWPDLNLMF.QLSS.....VDLEEAGLPSWLAQTIKNFDPDFIKTDLNW 69
NTDB id 1399 DSB67 RS15600 WP 010645755.1 MTPQNDIDLAAWLKLSCLPGIGGVKMNKLLSKDTPSN.IV.QYSTEQLQLLGLTAKQLQAW.SQVD.....KEVDACLTW 72
NTDB id 89234 OCV04 RS14510 WP 171138786.1 ...MNERDLSAWLALSFTPKLSKKSVKQLLSRDSLFN.LF.SYSASQWQAVGLASDQIHYLMHDAE.....REVEESLEW 70
NTDB id 1152 A1552VC RS00200 WP 000654772.1 ...MKDQDLAAWLALCFTPKLGSKTISHLLATRLPAQ.LQ.SFTPKQWLACGLKPEQLVFLTTQAA.....KQAEQCLQW 70
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NTDB id 1021 ACIAD RS00975 WP 004930462.1 LQ.THTDFIVTPDDPAYPSQLIPYQDRPPILFGQGSIQSLIQPQIAVVGSRKPSPHGRQVAYDFSYFLSEKGFYITSGLA 158
NTDB id 1094 KZH42 RS01320 WP 002224767.1 EM.RDGCRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVQLLHKPSAAIVGSRHATPQAMRIAKDFGKSLGGKGIPVVSGMA 155
NTDB id 1089 NMB RS00600 WP 002224767.1 EM.RDGCRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVQLLHKPSAAIVGSRHATPQAMRIAKDFGKSLGGKGIPVVSGMA 155
NTDB id 1120 NGFG RS10355 WP 020997408.1 EM.RDGCRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVRLLHKPSAAIVGSRHATPQAMRIAKDFGRALGGKGIPTVSGMA 155
NTDB id 1122 OK783 RS09595 WP 003705341.1 EM.RDGCRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVRLLHKPSAAIVGSRHATPQAMRIAKDFGRALGGKGIPTVSGMA 155
NTDB id 1388 A4U84 RS04945 WP 062924099.1 AE.QDQQQILTLFDEDYPFLLKQISTAPPVLFVRGNVESLSLPQIAIVGSRDYSHYGEHWAGHFSAELVKHQLAVTSGLA 147
NTDB id 1361 HI 0985 AAC22646.1 SQ.KEGNHLVNYFSPFYPFLLKQTASFPPLLFVKGNLTALSQRQMAMVGSRYCTTYGEYWAKHFATELSLAGFTITSGLA 148
NTDB id 1250 GCO85 RS13065 WP 027219989.1 LSSSENHHILTWDSPYYPALLKEIADPPFILYAKGELSALTQPSLAIVGSRNASVTGNENARAFSREISRHGVSIVSGLA 149
NTDB id 1399 DSB67 RS15600 WP 010645755.1 VAASSHHHILTLADALYPPLLKQTVAPPPLLFVKGEASCLPQPQIAMVGSRNASVDGLQHTRTFASDLVQHDLIVTSGLA 152
NTDB id 89234 OCV04 RS14510 WP 171138786.1 LKAQTGRHIITPFCDSYPALLQQISSKPDVLFVEGQLETLNQPQIAIVGSRNASIDSQKIAHQFAGQLVEQELVVTSGLA 150
NTDB id 1152 A1552VC RS00200 WP 000654772.1 RSAANNRYIVTPHCPLYPRLLKEINSSPPVLFIEGIWEAVHDPAVAIVGSRNASVDGRQIARQFATELAQSGLVVTSGLA 150
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NTDB id 1021 ACIAD RS00975 WP 004930462.1 HGIDEAAHQGSLVH.HRAIAVVGTGLDLCYPSGNKALKQHIRDQGGAIVSEFLPGTPPLQAHFPRRNRIVSGLSLGVLVV 237
NTDB id 1094 KZH42 RS01320 WP 002224767.1 SGIDTAAHQGALQAEGGTIAVWGTGIDRIYPPVNKNLAYEIAE.KGLIVSEFPIGTRPYAGNFPRRNRLIAALSQVTLVV 234
NTDB id 1089 NMB RS00600 WP 002224767.1 SGIDTAAHQGALQAEGGTIAVWGTGIDRIYPPVNKNLAYEIAE.KGLIVSEFPIGTRPYAGNFPRRNRLIAALSQVTLVV 234
NTDB id 1120 NGFG RS10355 WP 020997408.1 SGIDTAAHQGALEAEGGTIAVWGTGIDRIYPPANKNLAYEIAE.KGLIVSEFPIGTRPYAGNFPRRNRLIAALSQVTLVV 234
NTDB id 1122 OK783 RS09595 WP 003705341.1 SGIDTAAHQGALEAEGGTVAVWGTGIDRIYPPANKNLAYEIAE.KGLIVSEFPIGTRPYAGNFPRRNRLIAALSQVTLVV 234
NTDB id 1388 A4U84 RS04945 WP 062924099.1 IGIDGFCHQRAANENGITIAVLGSGLDQVYPARHKKLAEQIVETSGALVSEFFPSQPPIAENFPRRNRIISGLSLGTLVI 227
NTDB id 1361 HI 0985 AAC22646.1 LGIDGHCHQAVVNIQGQTIAVLGSGLEQIYPSKHQRLSAQIIENNGALVSEFLPNQAPIAANFPRRNRIISGLSVGTLVV 228
NTDB id 1250 GCO85 RS13065 WP 027219989.1 LGIDAHAHLGCLEGGGKTIAVLGTGIDCIYPRRHLKLAEQITE.NGLLLSEFPLKSPPIAGHFPLRNRIISGLSLCILVI 228
NTDB id 1399 DSB67 RS15600 WP 010645755.1 LGIDGHAHDGALLAGGKTIAVLGSGLEQVYPARHRGLAQRVAE.NGALVSEFRPDAKPRAENFPRRNRIISGLSLGVLVV 231
NTDB id 89234 OCV04 RS14510 WP 171138786.1 LGVDGYAHDGALKAAGKTIAVLGSGLASIYPSRHKNLAARIIE.NGALVSEFRPNAKPRPTHFPRRNRIISGLSMGVLVV 229
NTDB id 1152 A1552VC RS00200 WP 000654772.1 LGIDGYAHDGALQAQGQTVAVLGSGLAQVYPKQHQGLAERIIA.QGALVSEFAPHTPPKADHFPRRNRIISGLSLGVVVV 229
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NTDB id 1021 ACIAD RS00975 WP 004930462.1 EATLKSGSLITANKAAEQGKVVFAIPGHIYSEFHQGCHQLIREGAILVDHPEQIIEDLALPTHWHSQSTASGEANADD.. 315
NTDB id 1094 KZH42 RS01320 WP 002224767.1 EAALESGSLITARLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLVECLDDILNECPGLLQNTGASSYSINKGIPEKR 314
NTDB id 1089 NMB RS00600 WP 002224767.1 EAALESGSLITARLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLVECLDDILNECPGLLQNTGASSYSINKGIPEKR 314
NTDB id 1120 NGFG RS10355 WP 020997408.1 EAALESGSLITAGLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLTECLDDILNECPGLLQNTGASSYSINKDTPDTG 314
NTDB id 1122 OK783 RS09595 WP 003705341.1 EAALESGSLITAGLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLTECLDDILNECPGLLQNTGASSYSINKDTPDTG 314
NTDB id 1388 A4U84 RS04945 WP 062924099.1 EATVNSGSLITARYALEQGREVFALPNSVQNPYSEGCHKLIKEGALLVENVEDILEAIAWQRQSVHIQPSL.FDTKP... 303
NTDB id 1361 HI 0985 AAC22646.1 EATEKSGSLITARYALEQNREVFAVPGNIQNKSSQGCHRLIKQGAMLVENAKDILETLYQHS..IHSQTEIDFDQIAVP. 305
NTDB id 1250 GCO85 RS13065 WP 027219989.1 EAAIKSGSLITARMALEQNRDVLAIPGSIHNPLARGCHYLLQQGAKLVTSVADVLDELKIEHHQFT.............. 294
NTDB id 1399 DSB67 RS15600 WP 010645755.1 EAAEKSGSLITARYALEQGREVFALPASINAPNASGGNQLIQNGACLVQNTQEVLNEIQSLLDWSINQS........... 300
NTDB id 89234 OCV04 RS14510 WP 171138786.1 EAAEKSGSLITARYATEQNREVFVVPGSILNPNCVGSNRLIQQGACLVQNVQQIVDELESMLDFNRLQP........... 298
NTDB id 1152 A1552VC RS00200 WP 000654772.1 EAAEKSGSLITARYAAEQGREVFVVPGSIFNAASQGSNQLIRQGACLVQSVQQIHQELKNALTWSLSEQ........... 298
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NTDB id 1021 ACIAD RS00975 WP 004930462.1 .............SGKTDDADLPDDLLP...LYQLLDWQGQDLDQLAQHYQGSTAELTAQLMELELLGVCIQQSGRYLRC 379
NTDB id 1094 KZH42 RS01320 WP 002224767.1 ITAVQTASDQLSLPEGKMPSEKTENRPVGGSILDRMGFDPVHPDVLAGQLAMPAADLYAALLELELDGSVAAMPGGRYQR 394
NTDB id 1089 NMB RS00600 WP 002224767.1 ITAVQTASDQLSLPEGKMPSEKTENRPVGGSILDRMGFDPVHPDVLAGQLAMPAADLYAALLELELDGSVAAMPGGRYQR 394
NTDB id 1120 NGFG RS10355 WP 020997408.1 RRTVQTAY..APPPAAKMPSEGAAGGTAVGGILDKMGFDPIHPDVLAGQLAMPAADLYAALLELELDGSVAAMPGGRYQR 392
NTDB id 1122 OK783 RS09595 WP 003705341.1 RRAVQTAY..APPPAAKMPSEGAAGGTAVGGILDKMGFDPVHPDVLAGQLAMPAADLYAALLELELDGSVAAMPGGRYQR 392
NTDB id 1388 A4U84 RS04945 WP 062924099.1 ........KQAVKSEPKFAKNLPELTACQQQLFEQISLEPISVDDLAKATDMAVETALIELLNLELLGVVKQVRGGYVIT 375
NTDB id 1361 HI 0985 AAC22646.1 ........NYTPPPDPR...RL.VEAPSHPKLYSRIGYTPVSIDDLAEEFNLSVDVLLVQLLDLELQDLIISENGLYKRV 373
NTDB id 1250 GCO85 RS13065 WP 027219989.1 ............SNKPIFSLASGK.....ENLVKFIGFETTTIDQIIDRSGYGMEQVTSGLAELELKGAVIAVPGGYIRC 357
NTDB id 1399 DSB67 RS15600 WP 010645755.1 ..............LDLFSAPIDEEELPFPQLLANVGNEATPVDILASRTNIPVQEVMMQLLELELSGHVVAVSGGYIRK 366
NTDB id 89234 OCV04 RS14510 WP 171138786.1 ..........QQCQHTLFLSLNSEDELPFPELLANVGEEATPVDILASRTHIPVQEVMMQLLELELSGHVVAVSGGYIRK 368
NTDB id 1152 A1552VC RS00200 WP 000654772.1 ..........VPYQATLFSAVQSDEELPFPELLANVGIEATPIDILASRTQIPVQDIMMQLLELELLGHVVAVPGGYIRK 368
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NTDB id 1021 ACIAD RS00975 WP 004930462.1 RSPY 383
NTDB id 1094 KZH42 RS01320 WP 002224767.1 IRT. 397
NTDB id 1089 NMB RS00600 WP 002224767.1 IRT. 397
NTDB id 1120 NGFG RS10355 WP 020997408.1 IRT. 395
NTDB id 1122 OK783 RS09595 WP 003705341.1 IRT. 395
NTDB id 1388 A4U84 RS04945 WP 062924099.1 .... 375
NTDB id 1361 HI 0985 AAC22646.1 .... 373
NTDB id 1250 GCO85 RS13065 WP 027219989.1 EYER 361
NTDB id 1399 DSB67 RS15600 WP 010645755.1 GRG. 369
NTDB id 89234 OCV04 RS14510 WP 171138786.1 GRG. 371
NTDB id 1152 A1552VC RS00200 WP 000654772.1 GRG. 371
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