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NTDB id 89157 OCU30 RS15695 WP 077315022.1 MKPQNMIIKPKKHIANFVSYAIVMVLGVLIVTVLFQSYQISSRLMSQEVKRTSRQTSNLVQSLFDYRLSTVQIHQDSSAQ 80
NTDB id 1164 A1552VC RS18025 WP 001026306.1 MNIRPSQIKHKQRIASFITHAVVVVMGVLIVSVLFQSYQISSRLMAQEGQRTSVQTSSLIQSLFDFRLAALRIHQDSTAK 80
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NTDB id 89157 OCU30 RS15695 WP 077315022.1 SQSLVKMIEHQNLRPIDQYFNRVDQREITNTPDIRFITTTKGQFWDDGNAQFYGIAEHSLHNIISRVAFNSNWHLIATPS 160
NTDB id 1164 A1552VC RS18025 WP 001026306.1 NASLINALVSRDSSRLDEFFSSVDELELSNAPDLRFISSHDNILWDDGNASFYGIAQQELNKLIRRVAISGNWHLVQTPS 160
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NTDB id 89157 OCU30 RS15695 WP 077315022.1 QLNTMYLLIRRSPMVDQKTGEVSGYLYVGIVLNNNYALLETMRDGSNSESLILTVGSHVLATTLSGSEAYSAADIVQSKQ 240
NTDB id 1164 A1552VC RS18025 WP 001026306.1 EGKSVHILMRRSSLIEAGTGQVVGYLYVGIVLNDNFALLENIRSGSNSENLVLAVDTTPLVSTLKGNEPYSLDYVVHSAK 240
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NTDB id 89157 OCU30 RS15695 WP 077315022.1 DKGIYNEYMVSRATLMVEGVSTYLKVYSVQNNHNALSLRNNYYFWMAFALVAMVIVAFLTRWWLQRRIESEISSLMSYTH 320
NTDB id 1164 A1552VC RS18025 WP 001026306.1 .DAMRDSFIVGQTFLEVESVPTYLCVYSIQTNQNVLTLRDNFYFWMAFALISMIGVSIASRWWLQKRIQREIETLMNYTH 319
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NTDB id 89157 OCU30 RS15695 WP 077315022.1 QVAKKGDNKSFPGSLIYEFDHFGRTLENTFSRLAEQEKQFEDLFNYTTSPMLLWGADGSLIKMNPSAKEEFLNQYENGES 400
NTDB id 1164 A1552VC RS18025 WP 001026306.1 KLMDLDTKSEFIGSKIYEFDYFGRTLEQSFRRLANKEKQFEDLFNFALSPTMLWNTSGRLIRMNPSAQIQFLREDAQNHF 399
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NTDB id 89157 OCU30 RS15695 WP 077315022.1 LFTMLAEQLQGLIQDTTRGHLTSSVLTELGSKMFRWNLSPITVNNEIQSVIAQGHDITTIIEAEKQSRIARKEAEESAKL 480
NTDB id 1164 A1552VC RS18025 WP 001026306.1 LFEILERQLLPTITNAAQGNNPSDVTTEVDGRVYRWNLSPIMVEGQIISIITQGQDITTIAEAEKQSQAARREAEESARV 479
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NTDB id 89157 OCU30 RS15695 WP 077315022.1 RADFLAQMSHELRTPLNGILGVSQLLQRTVETKEQIEQVKVLCSSGEHLLAVLSDILDFSRIEQGKFTLKPTEFRLADLA 560
NTDB id 1164 A1552VC RS18025 WP 001026306.1 RAEFLAKMSHELRTPLNGVLGVSQLLKRTPLNDEQREHVAVLCSSGEHLLAVLNDILDFSRLEQGKFRIQKNEFRLKELV 559
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NTDB id 89157 OCU30 RS15695 WP 077315022.1 MTIQQIYYPLCRDEQLTLEVNTDIPHTMYVRNDQVRINQILFNLLNNATKFTHEGGITVDMHINDSTSPLSLDIKVSDTG 640
NTDB id 1164 A1552VC RS18025 WP 001026306.1 CAIDRIYRPLCNEKGLELVVNSNITTAAIVRSDQIRINQILFNLLNNAIKFTHQGSIRVELQLIEGDPLAQLVIQVVDTG 639
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NTDB id 89157 OCU30 RS15695 WP 077315022.1 IGISEEDLRVVFEPFMQAGTPHVREYGGSGLGLAIVKNLLTMLEGHISVTSRVNQGTQFTLSIPLDVVVP....SKSLPT 716
NTDB id 1164 A1552VC RS18025 WP 001026306.1 IGIREQDLTVIFEPFMQAESTTTREYGGSGLGLTIVHSLVEMLSGQLHVSSEYGIGTRFEIQLPIELVEKPDAPQQLLPA 719
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NTDB id 89157 OCU30 RS15695 WP 077315022.1 PDSDVIDFTLFNRQLSVLLVEDNHTNAFIAKAFCEKYNIKTDWVTDGYKAIEKLQTQHFDLVLMDNQLPQLGGVEATARI 796
NTDB id 1164 A1552VC RS18025 WP 001026306.1 PDP....QPLFDKTLRVLLVEDNHTNAFIAQAFCRKYGLDVSWVTDGLQAIEELKIHDYDLVLMDNQLPYLDGVETTRTI 795
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NTDB id 89157 OCU30 RS15695 WP 077315022.1 KQELQLPVVVYACTADGMDATRDAFFAAGADYVLVKPIKEISLYRALQYFKNQHLEST.... 854
NTDB id 1164 A1552VC RS18025 WP 001026306.1 KKVLHLPVVVYACTADGLEETRQAFFHAGAEYVLVKPLKEQTLHKALEHFKHHHGQKNAGLN 857
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