
logo

MELEYPPQHSKYLLMVEDTASVAALYRSYLTPLDNIDINTI
LVGTGHRDAI ERS IGSERREPDL I LLDLRLPDMTGMDVLYAEVKERDKHS

NTDB id 89146 OCU30 RS08140 WP 077312341.1 MELEYPPQHSKYLLMVEDTASVAALYRSYLTPLNIDITLVGTGHDAIRSISEREPDLILLDLRLPDMTGMDVLYEVKRDH 80
NTDB id 1157 A1552VC RS03895 WP 001888250.1 ..............MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKS 66
consensus **************!!!!!!!!!!!!!!!!!!! !!! *!!!!*!!! !! !!!!!!!!!!!!!!!!!!!!!! !! *

logo PDHVP IVFMTAHGS IDTAVDEAMRHGAQDFL IKPCEADRLRVTVNNAI
MRKASKLKDNDALVDNPDKNQNYQGF IGSSQTMQAVYRT

NTDB id 89146 OCU30 RS08140 WP 077312341.1 PHVPIVFMTAHGSIDTAVDAMRHGAQDFLIKPCEADRLRVTVNNAMRKASKLKDDALDPDNQNYQGFIGSSQTMQAVYRT 160
NTDB id 1157 A1552VC RS03895 WP 001888250.1 PDVPIVFMTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKND.VDNKNQNYQGFIGSSQTMQAVYRT 145
consensus !*!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!! !**!* !!!!!!!!!!!!!!!!!!!!

logo IDSAASSKAS I F ITGESGTGKEVCAEAIHAASKRGVDKPF IA INCAAIPKDL I ESELFGHVKGAFTGAATDERQGAAEALADG
NTDB id 89146 OCU30 RS08140 WP 077312341.1 IDSAASSKASIFITGESGTGKEVCAEAIHAASKRVDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATDRQGAAELADG 240
NTDB id 1157 A1552VC RS03895 WP 001888250.1 IDSAASSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADG 225
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!! !!!

logo GTLFLDELCEMDLDLQTKLLRF IQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRAE
NTDB id 89146 OCU30 RS08140 WP 077312341.1 GTLFLDELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRE 320
NTDB id 1157 A1552VC RS03895 WP 001888250.1 GTLFLDELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRA 305
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo RGDEDVI E IAYSLLGFMSKEEGKDGFVRLMASASEVVERFKRQYEWPGNVRQLQNVLRNVVVLNEGRE I LTLDPMLPPPLNQMPSVAEP I
Q
N
P

NTDB id 89146 OCU30 RS08140 WP 077312341.1 RGEDVIEIAYSLLGFMSKEEGKGFVRMASEVVERFKQYEWPGNVRQLQNVLRNVVVLNEGREILLPMLPPPLNQPVEPQP 400
NTDB id 1157 A1552VC RS03895 WP 001888250.1 RGDDVIEIAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQMSAPIN 385
consensus !!*!!!!!!!!!!!!!!!!!!! !!!* !!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!! !*!!!!!!!!* ! *
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VSVHSDE I FHPLWLMTEKLQAI EQRAI EACDGNIPRAAGTYLDVSPSTI

LYRKLQTWNESKQKVKVEKEKEKEKESR
NTDB id 89146 OCU30 RS08140 WP 077312341.1 VTSGNSMMDMPLSVSDIHPLWLTEKLAIERAIEACDGNIPRAAGYLDVSPSTLYRKLQTWNSQKVKEKES. 470
NTDB id 1157 A1552VC RS03895 WP 001888250.1 RALP.LAHENKVSVHEIFPLWMTEKQAIEQAIEACDGNIPRAATYLDVSPSTIYRKLQTWNEKVKEKEKER 455
consensus ** ** **!!**!*!!!*!!! !!! !!!!!!!!!!!!! !!!!!!!!*!!!!!!!! *

X non conserved

X similar

X ≥ 50% conserved


