
logo MQQDEHQPTFFFFDYETWGTVNSPAKDRPSQFAGI
VRTDKMDFNI IGEPLVVI

LYCQLPANDYLPANPEAAL IVTGIKTPQKLAMNQSKQGLVAPEPEF IAQKR
NTDB id 89140 OCU30 RS06925 WP 077312785.1 MQQDHQPTFFFFDYETWGTSPAKDRPSQFAGIRTDKDFNIIGEPVVLYCQLPADYLPNPEAALVTGIKPQLAMQKGVPEPEFIQK 85
NTDB id 1141 GTF74 RS08270 WP 001183680.1 MQQEHQPTFFFFDYETWGVNPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQLPNDYLPAPEAALITGITPQKANSQGLAEPEFIAR 85
consensus !!!*!!!!!!!!!!!!!! !!!!!!!!!!!*!!! !!!!!!!!*!*!!!!! !!!! !!!!!*!!! !! ! !**!!!!! *

logo IHYAQELASTPNTI
T
N
S
L
VGYNNS IRFDDEVTRYTCSYRNF ILDPYAEWASWYKQHNGNSRWDLLDVLMRACHALRPEGI ETWPEQNDEDEGFYPTSFKLEHLSKVAE

NTDB id 89140 OCU30 RS06925 WP 077312785.1 IYQELATPNTTSVGYNNIRFDDEVTRYTSYRNFLDPYEWAYKNGNSRWDLLDVMRACHALRPEGITWPQNEEGYPSFKLEHLSKE 170
NTDB id 1141 GTF74 RS08270 WP 001183680.1 IHAELSTPNTINLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQHGNSRWDLLDVLRACHALRPEGIEWPENDDGFTSFKLEHLSVA 170
consensus !* !! !!!! *!!! !!!!!!!!!!!*!!!!*!!! ! * *!!!!!!!!!!*!!!!!!!!!!! !! !**!**!!!!!!!!

logo NGI EHESNAHDALMADVIATI ELMAKKVKAQAQPKLFDEYFFYSTMRHNKRKPLNTDEL IDIVNMQTPLMHVSGMLGRDECRHQYTSWIVP IAWHPTNKQN
NTDB id 89140 OCU30 RS06925 WP 077312785.1 NGIEHENAHDALADVIATIEMAKKVKQAQPKLFEYFYSMRNKRPLNDLIDIVNMTPLMHVSGMLGRDCQYTSWIVPIAWHPTNKN 255
NTDB id 1141 GTF74 RS08270 WP 001183680.1 NGIEHSNAHDAMADVIATIELAKKVKAAQPKLFDYFFTMRHKRKLTELIDIVNQTPLMHVSGMLGRERHYTSWIVPIAWHPTNQN 255
consensus !!!!! !!!!!*!!!!!!!!*!!!!! !!!!!!*!!**!!*!!*! *!!!!!! !!!!!!!!!!!!***!!!!!!!!!!!!!! !

logo AVIVVDLAGKDPQPVI
LLDELDSAEDTLLQATRLYTKRKYENDLALPDELSPVPVKLVHI

LNKCP I LAPAKTLTADENAAQHKIG IDREQQCLAHNLANLVI
LRDQHP

NTDB id 89140 OCU30 RS06925 WP 077312785.1 AVIVVDLAKDPQVILDLSAEDLLTRLYTKKNDLALDESPVPVKLVHINKCPILAPAKTLTADNAAHIGIDRQQCLANLALLRDHP 340
NTDB id 1141 GTF74 RS08270 WP 001183680.1 AVIVVDLGKDPQPLLELDAETLQARLYTRYEDLAPDELPVPVKLVHLNKCPILAPAKTLTAENAQKIGIDREQCLAHLNVIRQHP 340
consensus !!!!!!!*!!!!**!*! !! ! !!!!* !!!*!! !!!!!!!!*!!!!!!!!!!!!!!*!! *!!!!! !!!!*! **! !!

logo E I
VREKLVNTLVFASHQEREFNPAQENDSDVDSTQLYANGFFSPADKRAAMAE I IRDTSTAHPENLGASLADIQRFVASDKPR I EPLLFRYRARHNFYPHWTLSTDESTEQHRR

NTDB id 89140 OCU30 RS06925 WP 077312785.1 EVREKLVNLFAHEREFPANDDVDTQLYNGFFSPADKAAMAIIRDSHPENLGALDIQFSDPRIEPLLFRYRARNFPWTLSESEQHR 425
NTDB id 1141 GTF74 RS08270 WP 001183680.1 EIREKLVTVFSQEREFNQESDVDSQLYAGFFSPADRAAMEIIRTTAPENLGSLAIRVADKRIEPLLFRYRARHYPHTLTDTEQRR 425
consensus !*!!!!! *! *!!!!* !!!*!!! !!!!!!!*!!! !!! **!!!!! ! ! !*!!!!!!!!!!!!**!*!!***!!*!

logo WAKANHCRDYFENRNI
LEGSYMLNLENLVHEHEQASDPTHKKMAI

LLKASVYHQYVEHKI
LACS

NTDB id 89140 OCU30 RS06925 WP 077312785.1 WKNHCRDYFENNIESYMLNLENLVHEHESDTHKMALLKAVYQYVEHIAS 474
NTDB id 1141 GTF74 RS08270 WP 001183680.1 WAAHCRDYFERNLEGYMLNLENLVHEHQADPKKMAILKSVYHYVEKLAC 474
consensus ! !!!!!!! !*! !!!!!!!!!!!! !**!!!*!! !!*!!!**!*

X non conserved

X similar

X ≥ 50% conserved


