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NTDB id 89125 OCU38 RS12885 WP 261824654.1 MRYTLTA..LLLLLYTSSCFANDLLLDYWQYDKYLAQHPTQSALTQAMHQRIYQAPVPLNVSQDKPIEIDIVYPGTQLSD 78
NTDB id 1163 A1552VC RS18030 WP 000823678.1 MKRKLISPLFLIAALFSSTGQADSLKGYWHYDEFLAEFPEQRPISELFAQTVRDKPSALTVAQEQPVIISVVYPGQQISD 80
consensus !* ! ** !* !!* ! ! !!*!! *!! *! ! *** *! * ! *! ! !* !* ! *!!!! !*!!
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NTDB id 89125 OCU38 RS12885 WP 261824654.1 YWWRNIKALELRLNELGVDYRLRKYSSRPNMDYRREAESLQTALKNAPDYLVFTLDTSRHKKFAENLLANGNGKTKLILI 158
NTDB id 1163 A1552VC RS18030 WP 000823678.1 YWVRNIKAFEKRMDALGIRYQINQVFTRPNLDTRQQSVSLMEALKNKSDYLIFTLDTTRHRKFIEHVLHS..SETKLILQ 158
consensus !! !!!!! ! !* !!* ! * *!!!*! ! !! !!!! *!!!*!!!!!*!!*!! !**!* ** !!!!!
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NTDB id 89125 OCU38 RS12885 WP 261824654.1 NITTPIKHWKDHQPLLYVGFDHVLGTKLLANEYMKAFPEQANFGMMYFSPGHISEARGDTFIKYMKTQGDYALKRAYFTN 238
NTDB id 1163 A1552VC RS18030 WP 000823678.1 NITTPVKDWQGKQPMMYIGFDHEYGAQLLAQYYQA.HAPKKPYSVLYFSEGYISEARGDTFIQDMNAVHHFPLASSYYTK 237
consensus !!!!!*!*! *!!**!*!!!! ! !!!* ! **** ** **!!!*!*!!!!!!!!!! ! ****! !*!
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NTDB id 89125 OCU38 RS12885 WP 261824654.1 ANRKSAYEATLSMIQKEPDLDFIYACSTDVAFGVTQALTKLDRHDVMVNGWGGGS.EIEAVADGIIDFTVVRMTDDTGVA 317
NTDB id 1163 A1552VC RS18030 WP 000823678.1 ATEQSGYEATLNIVKNNPEIGFIYACATDVALGAAQALKELNRQDILVNGWGGGSAELEALAKGELDVTVMRMNDDTGVA 317
consensus ! !*!!!!! ** !** !!!!! !!!! ! !!! ! !*!**!!!!!!!!*!*!!*! ! *! !!*!! !!!!!!
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NTDB id 89125 OCU38 RS12885 WP 261824654.1 IAEAIKLDLQNEPVPQVYSGDYEVLTKYDDEQTIEALKSKAFRYSDR 364
NTDB id 1163 A1552VC RS18030 WP 000823678.1 MAEAIKWDLEGKSVPLVYSGDFEVVTKQDSAARIAELKARAFRYSDR 364
consensus *!!!!! !! *!! !!!!!*!!*!! ! ! !! *!!!!!!!
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