
logo MSMVDSNTAVATKVDEDEFLDVEFDEDKAEALNDEVLETDAELGTSDAEEGI
L
VA
V
E
V
A
E
G
V
A
E
Q
S
E
T
D
L
A
V
K
REEFDAVSAKNSLDATQLMYLGSE IGFSPLLTAEEEVLYARRASL

NTDB id 89115 OCU38 RS10445 WP 261823024.1 MSMDNTAAKVDDLVEDKA.ND......ELG..AGI.VEAVEQTLAKEEFDVSAKNLDATQLYLGEIGFSPLLTAEEEVLYARRSL 75
NTDB id 1183 GTF74 RS11590 WP 000116737.1 MSVSNTVTKVEEFDFEDEALEVLETDAELTSDEELVAVEGASEDVREEFDASAKSLDATQMYLSEIGFSPLLTAEEEVLYARRAL 85
consensus !!* !! !!** * * *******!! ** ** *!!!! !!! !!!!!*!! !!!!!!!!!!!!!!!!!!! !

logo RGDEAARKRMIESNLRLVVKI SRRYSNRGLALLDL I EEGNLGL IRAVEKFDPERGFRFSTYATWWIRQTI ERALMNQTRTIRLP I
NTDB id 89115 OCU38 RS10445 WP 261823024.1 RGDEAARKRMIESNLRLVVKISRRYSNRGLALLDLIEEGNLGLIRAVEKFDPERGFRFSTYATWWIRQTIERALMNQTRTIRLPI 160
NTDB id 1183 GTF74 RS11590 WP 000116737.1 RGDEAARKRMIESNLRLVVKISRRYSNRGLALLDLIEEGNLGLIRAVEKFDPERGFRFSTYATWWIRQTIERALMNQTRTIRLPI 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo HVVKELNIYLRTARELSQKRLDHEPTAPEE IALQEKLDKRPVDDVSTKMLRLNER I
VSSVDTP IGGDGDKALLDI ILPDI
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NTDB id 89115 OCU38 RS10445 WP 261823024.1 HVVKELNIYLRTARELSQKLDHEPTAEEIAQKLDKPVDDVSKMLRLNERVSSVDTPIGGDGDKALLDIIPDINNSDPEVSTQDDD 245
NTDB id 1183 GTF74 RS11590 WP 000116737.1 HVVKELNIYLRTARELSQRLDHEPTPEEIALELDRPVDDVTKMLRLNERISSVDTPIGGDGDKALLDILPDSHNADPEFSTQDDD 255
consensus !!!!!!!!!!!!!!!!!!*!!!!!!*!!!! !!*!!!!!*!!!!!!!!*!!!!!!!!!!!!!!!!!!*!! *! !!! !!!!!!

logo IKREHSL ILDNWLDELNPKQKEVLARRFGLLGYEPSTLEEVGRE INSLTRERVRQIQVEGLRRLRE I LLVKQGLNMEASLFNFVDESYDEN
NTDB id 89115 OCU38 RS10445 WP 261823024.1 IKHSLIDWLDELNPKQKEVLARRFGLLGYEPSTLEEVGREISLTRERVRQIQVEGLRRLREILLKQGLNMESLFNFDSE. 324
NTDB id 1183 GTF74 RS11590 WP 000116737.1 IRESLLNWLDELNPKQKEVLARRFGLLGYEPSTLEEVGREINLTRERVRQIQVEGLRRLREILVKQGLNMEALFNVEYDN 335
consensus !**!!* !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!*!!!!!!! !!! * **
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