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logo NGI EHSNAHDAMADVI
YATI ELAKKVKAQAFQPKLFDFYFFKTHMRGHKQRKLNTAEL IVDIVNTMQNTPLMVHVSGMLGSNREHRHLKYATSTLWI

V
G
VP IAGWHTPTKNQN

NTDB id 89106 OCU38 RS05990 WP 261824151.1 NGIEHSNAHDAMADVYATIELAKKVKQFQPKLFDFFFKHRGKQKLNALVDIVTMNPLVHVSGMLSNEHLKATLVGPIGWTPTK.. 252
NTDB id 1141 GTF74 RS08270 WP 001183680.1 NGIEHSNAHDAMADVIATIELAKKVKAAQPKLFDYFFTMRHKRKLTELIDIVNQTPLMHVSGMLGRERHYTSWIVPIAWHPTNQN 255
consensus !!!!!!!!!!!!!!! !!!!!!!!!! !!!!!!*!! *!*! !! !*!!! !!*!!!!!! !** * * !!*!*!! **

logo ALVIAVVDLGTKQDI
P
Q
SPL ILELDSAEQTI

L
K
Q
A
QRLYTKRRYESDELAEPDELP I

VPVKLVHLNKCP I LAPALGKTVLTAEANAEQKR I
T
G
Q
I
L
D
N
K
REQC I

L
A
K
H
T
L
Q
N
Q
R
V
I
L
L
RQHP

NTDB id 89106 OCU38 RS05990 WP 261824151.1 ALIAVDLTQDISPLIELSAEQIKQRLYTKRSELAEDELPIPVKLVHLNKCPILAPLGVLTAEAEQRTQLNKEQCIKTQQRLLQHP 337
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consensus ! *!!! !! !* !!!!!!!! * *! !* !! !!! !!*!! !! *

X non conserved

X similar

X ≥ 50% conserved


