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NTDB id 89104 OCU38 RS04255 WP 261823878.1 MPKNKAENQQLKLLMVEDTLSVASLYQTYLATLNLDICIVSSGEAALAHLAQHSIDLMLLDLHLPDMTGMDVLKKVRTQA 80
NTDB id 1157 A1552VC RS03895 WP 001888250.1 ..............MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKS 66
consensus **************!!!!! !!! !! *!! *! *!!*!! *! !* *** * *!!*!!!!*!!!!!!!!!! !*
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VFMTAHYGS IDETVAVEAMRAHGAHQDFL IKPCEADQRLR I

VTVNSKNAIHRKQATQSKNALKQHNDVDLGNDKNVQSNQYQGF IGSSQSSTMQAQVYKRTI
NTDB id 89104 OCU38 RS04255 WP 261823878.1 PKVPVIFMTAYGSIEVAVEAMRAGAHDFLIKPCEADQLRITVSKAIHQTQNAQHDVLGDVSQYQGFIGSSSSMQQVYKTI 160
NTDB id 1157 A1552VC RS03895 WP 001888250.1 PDVPIVFMTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDVDNKNQNYQGFIGSSQTMQAVYRTI 146
consensus ! !!**!!!!*!!!* !!!!!!*!!*!!!!!!!!!! !!*!! !!* *!! *!!!!!!!! *!! !!*!!

logo DSAASSKAS I F ITGESGTGKEVCAEAIHASAVSKNRGSDTKQPF IA I
LNCAAIPKDL I ESELFGHVKGAFTGAATDERKQGAAEALADGG

NTDB id 89104 OCU38 RS04255 WP 261823878.1 DSAASSKASIFITGESGTGKEVCAEAIHSVSNRSTQPFIALNCAAIPKDLIESELFGHVKGAFTGAATDRKGAAELADGG 240
NTDB id 1157 A1552VC RS03895 WP 001888250.1 DSAASSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADGG 226
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!! ! ! !!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!*! !!!! !!!!

logo TLFLDELCEMDLDELQTKLLRF IQTGSTFYQKVGSSKLMKSRSVDVRFVCATNKRDPWEKEVQREKGRFREDLYYRLYVIPLHLPPLRAER
NTDB id 89104 OCU38 RS04255 WP 261823878.1 TLFLDELCEMDLELQTKLLRFIQTSTYQKVGSSKLSRVDVRFVCATNKDPWEEVRKGRFREDLYYRLYVIPLHLPPLRER 320
NTDB id 1157 A1552VC RS03895 WP 001888250.1 TLFLDELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRAR 306
consensus !!!!!!!!!!!!*!!!!!!!!!!! !*!!!!!!!* !!!!!!!!!!*!!! !! !!!!!!!!!!!!!!!!!!!!!! !
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NTDB id 89104 OCU38 RS04255 WP 261823878.1 GDDIIEIAYSLLGFTSLEENKNFGKFQEEVLRHFVTYPWPGNVRQLQNVIRNIVVLNEGEEVTLEMLPSPLDRFKVASFS 400
NTDB id 1157 A1552VC RS03895 WP 001888250.1 GDDVIEIAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQMSAPINR 386
consensus !!!*!!!!!!!!!! ! !! ! ! * !!* *! !*!!!!!!!!!!!*!!*!!!!!! !*!!*!!!*!! *
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PLADHPEHNKSDVDSSVHREKI FIPLAWMQTVEKRQRAVI EQRAI EQALCDGGNS IPRSAATEYLDVSAPSTI

LYRKLEQKTWENEKGKRVGKEKEKER
NTDB id 89104 OCU38 RS04255 WP 261823878.1 EDAIDTFLDPEHSDDSRKIIPLAQVERRVIERAIQLCGGSIPSAATELDVSASTLYRKLEKWEKGRG...... 467
NTDB id 1157 A1552VC RS03895 WP 001888250.1 A....LPLAHENKVSVHEIFPLWMTEKQAIEQAIEACDGNIPRAATYLDVSPSTIYRKLQTWNEKVKEKEKER 455
consensus **** *! !* * ! !! !* !! !! ! ! !! !!! !!!!*!!*!!!! ! ******
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X ≥ 50% conserved


