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NTDB id 1347 HI 0435 AAC22094.1 LKCGYFLVCFCLPLIVFANPKT.......DNERFFIRLSQAPLAQTLEQLA.FQQDVNLVIGDILENKISLKLNNIDMPR 77
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 QVNKQFMVD.VFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTG.INMVVSDKVQGDITLRLNDIPWDQ 318
NTDB id 89099 OCU38 RS00905 WP 261823443.1 .....................................MQRI......SFILILCGFFSPVLSEE......QQAEEQQWFS 31
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NTDB id 1175 A1552VC RS12105 WP 000788426.1 LKGKYLEVV.ISKLKADEKPKP.KSVLEKEGKLISINFQDIPVRNVLQLIADYNG.FNLVVSDSVVGNLTLRLDGVPWQQ 204
consensus * ** * * * * * *** ****** *************** **!*** * * ***** *** *



logo

A
L
V
P
L
K
Q
V
D
V
I IALKTQSTVQKTHGSLTDLKNRSKRVSKDADGKGNI

V
V
M
Y
I
T
Y
L
V
L
I
T
D
N
A
G
T
P
S
K
D
K
A
E
Q

P
E
S
Q
G
M
L
K
D
G
K
L
M
R
P
E
T
E
K
N
E
Q
P
A
Q
Q
L
K
V
E
T
A
S
K
L
A
G
Q

K
Q
R
N
T
L
E
L
A
I
T

A
K
T
E
V
K
N
E
H
I
E
L
E
G
P
E
D
H
P
I
L
K
R
S
VSQDHETILFVIAQKVLIKHNYFAKAASEDLIMADEAKVI

L
S
M
L
I
D
N
G
K
T

H
D
T
G
H
K
E
R
Q
G
R
S
N
I
G
N
V
G
N
S
T
M
L
V
LSPSDEFARG

NTDB id 1347 HI 0435 AAC22094.1 LLQIIAKSKHLTLNKDDGIYYLNGSQSGKG.....QVAGNLTTNEPHLVSHTVKLHFAKASELMKSLTT.GSGSLLSPAG 151
NTDB id 1373 NTHI RS02645 WP 011272046.1 LLKIIAKSKHLTLNKDDGVYYLNGSQSGKG.....QVAGNLTTNEPHLVSHTVKLHFAKASELMKSLTT.GSGSLLSSAG 151
NTDB id 1284 ACE17W RS12370 WP 010946666.1 ALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIAVLIKDKQ.NSLLSDRG 397
NTDB id 1257 GCO85 RS04855 WP 163621000.1 ALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIAVLIKDKQ.NSLLSDRG 397
NTDB id 89099 OCU38 RS00905 WP 261823443.1 VPVV....KTSD..SSAKVVTLTPSKPQ...PTNPLETLNTLAVHPPLSSQLFAIKYAKASDIADILDHHRRVGTVSEFG 102
NTDB id 1408 DSB67 RS13980 WP 010643500.1 VLDIILQVKGLDKRVDGNVILVAPKDELDLREKQQLEKQKLEKEIGELSSEIIKVNFAKASDIAEMINGEGNISMLSDRG 285
NTDB id 1186 GTF74 RS01320 WP 000788426.1 VLDIILQVKGLDKRVDGNVILIAPKEELDLREKQALEKARLAEELGDLKSEIIKINFAKASDIAAMIGGEGNVNMLSERG 284
NTDB id 1175 A1552VC RS12105 WP 000788426.1 VLDIILQVKGLDKRVDGNVILIAPKEELDLREKQALEKARLAEELGDLKSEIIKINFAKASDIAAMIGGEGNVNMLSERG 284
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 KISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVKQVLIEARIVEVTKDFSQDIGIRWGVSRPTHL....SGTLEGAN.. 471
NTDB id 1257 GCO85 RS04855 WP 163621000.1 KISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVKQVLIEARIVEVTKDFSQDIGIRWGVSRPTHL....SGTLEGAN.. 471
NTDB id 89099 OCU38 RS00905 WP 261823443.1 SIAVDERTNSLLIYDHPDNLVRIVEIIESLDIPVKQVQIEARIVTINEGELDELGVRWGFSNINTDS.KITPSIEASK.. 179
NTDB id 1408 DSB67 RS13980 WP 010643500.1 SMTIDERTNSLLIRELPENIEVIREIIESLDIPVKQVQIEARIVTINEGNMDELGVRWGFTSINGSH.TVGGSIENNLAT 364
NTDB id 1186 GTF74 RS01320 WP 000788426.1 SISIDERTNSLLIRELPDNIAVIREIIESLDIPVKQVQIEARIVTVKEGNLEELGVRWGVMSTNGSH.SVGGSIESNLWQ 363
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NTDB id 1347 HI 0435 AAC22094.1 ..............SFENIADNLNVNFATT...TTPAGSIALQVAKIN.GRLLDLELSALERENNVEIIASPRLLTTNKK 290
NTDB id 1373 NTHI RS02645 WP 011272046.1 ..............SFENIADNLNVNFATT...TTPAGSIALQVAKIN.GRLLDLELSALERENNVEIIASPRLLTTNKK 290
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 .....ELARGTAPANVVPLERRLNLDLAAVPLTGATPASVGIALAKLNDNILLDLELSALESEGRAELISSPRLITTNQQ 546
NTDB id 89099 OCU38 RS00905 WP 261823443.1 ..............GSTDLADHLNVNLGLA...NPNASTVAFQLAKLGSDTLLDLELSALQAESRAEIISSPRLVTTNKQ 242
NTDB id 1408 DSB67 RS13980 WP 010643500.1 IGLYDGGGEGDDGGSSVGIDDFLNVNLAAT...SPNATSIAFQVAKLGSDTLLDLELSALQQESKAEIISSPRLITTNKK 441
NTDB id 1186 GTF74 RS01320 WP 000788426.1 KGLLAD........DEFPVDEFLNVNLAST...SANASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQ 432
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NTDB id 1347 HI 0435 AAC22094.1 SASIKQGTEIPYIVSNTRNDTQSVEFREAVLGLEVTPHISKDNNILLDLLVSQNSPGSRVAYGQNEVVSIDKQEINTQVF 370
NTDB id 1373 NTHI RS02645 WP 011272046.1 SASIKQGTEIPYIVSNTRNDTQSVEFREAVLGLEVTPHISKDNNILLDLLVSQNSPGSRVAYGQNEVVSIDKQEINTQVF 370
NTDB id 1284 ACE17W RS12370 WP 010946666.1 AAVIESGEEIPYQEATSS.GATAVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPSPQTFLGVP...AIITKEIQTNVL 622
NTDB id 1257 GCO85 RS04855 WP 163621000.1 AAVIESGEEIPYQEATSS.GATAVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPSPQTFLGVP...AIITKEIQTNVL 622
NTDB id 89099 OCU38 RS00905 WP 261823443.1 AAYIEQGSEIPYLEAASS.GATSISFRKAVLSLKVVPQITPDNHLVLDLIVTQDRPGQVVKTGIGESVAIDTQRVQTQVL 321
NTDB id 1408 DSB67 RS13980 WP 010643500.1 PAYIEQGTEIPYLESSSS.GATSVTFKKAVLSLKVTPQITPDNRLVLDLSVTQDRPGQVVKTGTGEAVAIDTQRIGTQVL 520
NTDB id 1186 GTF74 RS01320 WP 000788426.1 PAYIEQGTEIPYLESSSS.GASTVAFKKAVLSLKVTPQITPDNRLVLDLSVTQDRRGETVKTGTGEAVSIDTQRIGTQVL 511
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NTDB id 1347 HI 0435 AAC22094.1 AKDGETIVLGGVFHDTITKSEDKVPLLGDIPVIKRLFSKESERHQKRELVIFVTPHILKAGETLEALKQKSEGKK. 445
NTDB id 1373 NTHI RS02645 WP 011272046.1 AKDGETIVLGGVFHDTITKSEDKVPLLGDIPVIKRLFSKESERHQKRELVIFVTPHILKAGETLEALKQKSAGKK. 445
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