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NTDB id 1043 H0N27 RS16615 WP 168727007.1 MLTQLSSHQY..HTLKVWY....LVQHSLVSFKKIIDYFGNCEKATQPDGLAKWSSLGLHANHLKRVNEFQTPQG.QAQF 73
NTDB id 1073 ABD1 RS00865 WP 015451369.1 MLTQLSSHHY..HTLKVWY....LVQHSLVSFKKIIDYFGNCEKATQPDGLAKWSSLGLHANHLKRVNEFQTTQG.QAQF 73
NTDB id 1094 KZH42 RS01320 WP 002224767.1 .........MTEDERFAWLQLAFTPYIGAESFLLLMRRFGSAQNALS.APAEQVAALIRHKQALEAWRNAEKRALARQAA 70
NTDB id 1089 NMB RS00600 WP 002224767.1 .........MTEDERFAWLQLAFTPYIGAESFLLLMRRFGSAQNALS.APAEQVAALIRHKQALEAWRNAEKRALARQAA 70
NTDB id 1120 NGFG RS10355 WP 020997408.1 .........MTEDERFAWLQLAFTPYIGAESFLLLMRSFGSAQNALS.APAEQVAPAVRHKHALEAWRNAEKRALARQAA 70
NTDB id 1122 OK783 RS09595 WP 003705341.1 .........MTEDERFAWLQLAFTPYIGAESFLLLMRSFGSAQNALS.APAEQVAPAVRHKHALEAWRNAEKRALARQAA 70
NTDB id 1250 GCO85 RS13065 WP 027219989.1 ...........MNNLQPLLALNRMKRIGPRTVLKLQKRWPDLNLMFQ.LSSVDLEEAGLPSWLAQTIKNFD.....PDFI 63
NTDB id 1388 A4U84 RS04945 WP 062924099.1 ...........MTHLTKLLALLQVPQLGAQRIGRLLSEVDF.GEFCQ.YDKTALKQMGWNERQIQRWFNPE.....HKWI 62
NTDB id 89065 OCU74 RS00610 WP 087483003.1 .MRQLTSHVSEQDRLLIWIKLSLVPRLGIQSILKLLGKVSI.DSLCD.YSGKEWLTLGFSPEQVTYLSGPA.....KRMA 72
NTDB id 1399 DSB67 RS15600 WP 010645755.1 ......MTPQNDIDLAAWLKLSCLPGIGGVKMNKLLSKDTP.SNIVQ.YSTEQLQLLGLTAKQLQAW.SQV.....DKEV 66
NTDB id 1152 A1552VC RS00200 WP 000654772.1 .........MKDQDLAAWLALCFTPKLGSKTISHLLATRLP.AQLQS.FTPKQWLACGLKPEQLVFLTTQA.....AKQA 64
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NTDB id 1043 H0N27 RS16615 WP 168727007.1 E.QLVQQVRQHTDFILTPDDSGYPTQLLPYTDHPPIIFGKGQAQALLQPQIAIVGSRKPSPHGRQVAYDFAYYLSEKGFF 152
NTDB id 1073 ABD1 RS00865 WP 015451369.1 E.QLVQQVRQHTDFILTPDDSGYPTQLLPYTDHPPIIFGKGQAQALLQPQIAIVGSRKPSPHGRQVAYDFAYYLSEKGFF 152
NTDB id 1094 KZH42 RS01320 WP 002224767.1 EAALEWEMRDGC.RLMLLQDEDFPEMLTQGLTAPPVLFLRGNVQLLHKPSAAIVGSRHATPQAMRIAKDFGKSLGGKGIP 149
NTDB id 1089 NMB RS00600 WP 002224767.1 EAALEWEMRDGC.RLMLLQDEDFPEMLTQGLTAPPVLFLRGNVQLLHKPSAAIVGSRHATPQAMRIAKDFGKSLGGKGIP 149
NTDB id 1120 NGFG RS10355 WP 020997408.1 EAALEWEMRDGC.RLMLLQDEDFPEMLTQGLTAPPVLFLRGNVRLLHKPSAAIVGSRHATPQAMRIAKDFGRALGGKGIP 149
NTDB id 1122 OK783 RS09595 WP 003705341.1 EAALEWEMRDGC.RLMLLQDEDFPEMLTQGLTAPPVLFLRGNVRLLHKPSAAIVGSRHATPQAMRIAKDFGRALGGKGIP 149
NTDB id 1250 GCO85 RS13065 WP 027219989.1 KTDLNWLSSSENHHILTWDSPYYPALLKEIADPPFILYAKGELSALTQPSLAIVGSRNASVTGNENARAFSREISRHGVS 143
NTDB id 1388 A4U84 RS04945 WP 062924099.1 DQALQWAEQD.QQQILTLFDEDYPFLLKQISTAPPVLFVRGNVESLSLPQIAIVGSRDYSHYGEHWAGHFSAELVKHQLA 141
NTDB id 89065 OCU74 RS00610 WP 087483003.1 DDCLQWLERGEHRHILPHFSAEYPALLKEIPSPPPILFVQGDVPLLSAPQIAIVGSRYASVQGLQDAWHFANEFAQHQVA 152
NTDB id 1399 DSB67 RS15600 WP 010645755.1 DACLTWVAASSHHHILTLADALYPPLLKQTVAPPPLLFVKGEASCLPQPQIAMVGSRNASVDGLQHTRTFASDLVQHDLI 146
NTDB id 1152 A1552VC RS00200 WP 000654772.1 EQCLQWRSAANNRYIVTPHCPLYPRLLKEINSSPPVLFIEGIWEAVHDPAVAIVGSRNASVDGRQIARQFATELAQSGLV 144
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NTDB id 1043 H0N27 RS16615 WP 168727007.1 ISSGLAYGIDEAAHQGAST.HQRTIAVTGTGLDTTYPAQNKKLAEHILA.KNGAIITEFLPGTPPLQQHFPRRNRIVSGL 230
NTDB id 1073 ABD1 RS00865 WP 015451369.1 ISSGLAYGIDEAAHQGASA.HQRTIAVTGTGLDTTYPAQNKKLAEYILA.QNGAIITEFLPGTPPLQQHFPRRNRIVSGL 230
NTDB id 1094 KZH42 RS01320 WP 002224767.1 VVSGMASGIDTAAHQGALQAEGGTIAVWGTGIDRIYPPVNKNLAYEIAE..KGLIVSEFPIGTRPYAGNFPRRNRLIAAL 227
NTDB id 1089 NMB RS00600 WP 002224767.1 VVSGMASGIDTAAHQGALQAEGGTIAVWGTGIDRIYPPVNKNLAYEIAE..KGLIVSEFPIGTRPYAGNFPRRNRLIAAL 227
NTDB id 1120 NGFG RS10355 WP 020997408.1 TVSGMASGIDTAAHQGALEAEGGTIAVWGTGIDRIYPPANKNLAYEIAE..KGLIVSEFPIGTRPYAGNFPRRNRLIAAL 227
NTDB id 1122 OK783 RS09595 WP 003705341.1 TVSGMASGIDTAAHQGALEAEGGTVAVWGTGIDRIYPPANKNLAYEIAE..KGLIVSEFPIGTRPYAGNFPRRNRLIAAL 227
NTDB id 1250 GCO85 RS13065 WP 027219989.1 IVSGLALGIDAHAHLGCLEGGGKTIAVLGTGIDCIYPRRHLKLAEQITE..NGLLLSEFPLKSPPIAGHFPLRNRIISGL 221
NTDB id 1388 A4U84 RS04945 WP 062924099.1 VTSGLAIGIDGFCHQRAANENGITIAVLGSGLDQVYPARHKKLAEQIVE.TSGALVSEFFPSQPPIAENFPRRNRIISGL 220
NTDB id 89065 OCU74 RS00610 WP 087483003.1 VTSGLALGIDGQAHQGVLDGGGRTIAVLGAGLERIYPARHRGLAERILEHKKGALVSEFCPSTPPKSMNFPRRNRIISGL 232
NTDB id 1399 DSB67 RS15600 WP 010645755.1 VTSGLALGIDGHAHDGALLAGGKTIAVLGSGLEQVYPARHRGLAQRVAE..NGALVSEFRPDAKPRAENFPRRNRIISGL 224
NTDB id 1152 A1552VC RS00200 WP 000654772.1 VTSGLALGIDGYAHDGALQAQGQTVAVLGSGLAQVYPKQHQGLAERIIA..QGALVSEFAPHTPPKADHFPRRNRIISGL 222
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NTDB id 1043 H0N27 RS16615 WP 168727007.1 SLGVLVVEATLKSGSLITANKAAEQGKTVFAIPGHIYSEFHQGCHQLIREGAILIDHPEQIIEDLALPTQWQSQQQNQTE 310
NTDB id 1073 ABD1 RS00865 WP 015451369.1 SLGVLVVEATLKSGSLITANKAAEQGKTVFAIPGHIYSEFHQGCHQLIREGAILIDHPEQIIEDLALPTQWQSQQQNQTE 310
NTDB id 1094 KZH42 RS01320 WP 002224767.1 SQVTLVVEAALESGSLITARLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLVECLDDILNECPGLLQNTGASSYSIN 307
NTDB id 1089 NMB RS00600 WP 002224767.1 SQVTLVVEAALESGSLITARLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLVECLDDILNECPGLLQNTGASSYSIN 307
NTDB id 1120 NGFG RS10355 WP 020997408.1 SQVTLVVEAALESGSLITAGLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLTECLDDILNECPGLLQNTGASSYSIN 307
NTDB id 1122 OK783 RS09595 WP 003705341.1 SQVTLVVEAALESGSLITAGLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLTECLDDILNECPGLLQNTGASSYSIN 307
NTDB id 1250 GCO85 RS13065 WP 027219989.1 SLCILVIEAAIKSGSLITARMALEQNRDVLAIPGSIHNPLARGCHYLLQQGAKLVTSVADVLDELKIEHHQFT.....SN 296
NTDB id 1388 A4U84 RS04945 WP 062924099.1 SLGTLVIEATVNSGSLITARYALEQGREVFALPNSVQNPYSEGCHKLIKEGALLVENVEDILEAI....AWQRQSVH.IQ 295
NTDB id 89065 OCU74 RS00610 WP 087483003.1 SLGVLVIEAAEKSGSLITARYAAEQNRDVFVIPGSIHQVGYRGSNALIRDGACLVQNIDQILSEVGTLSAWVKHEEKIQQ 312
NTDB id 1399 DSB67 RS15600 WP 010645755.1 SLGVLVVEAAEKSGSLITARYALEQGREVFALPASINAPNASGGNQLIQNGACLVQNTQEVLNEIQSLLDWSINQSL... 301
NTDB id 1152 A1552VC RS00200 WP 000654772.1 SLGVVVVEAAEKSGSLITARYAAEQGREVFVVPGSIFNAASQGSNQLIRQGACLVQSVQQIHQELKNALTWSLSEQVPYQ 302
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NTDB id 1043 H0N27 RS16615 WP 168727007.1 ETNTN.......................TPEIPEHLIDLYQSLDWVGQNIDQLVVHHNIPVSELTSSLMELELLGLCMQQ 367
NTDB id 1073 ABD1 RS00865 WP 015451369.1 EANTN.......................TPEIREHLIDLYQSLDWVGQNIDQLVVHHNIPVSELTSSLMELELLGLCMQQ 367
NTDB id 1094 KZH42 RS01320 WP 002224767.1 KGIPEKRITAVQTASDQLSLPEGKMPSEKTENRPVGGSILDRMGFDPVHPDVLAGQLAMPAADLYAALLELELDGSVAAM 387
NTDB id 1089 NMB RS00600 WP 002224767.1 KGIPEKRITAVQTASDQLSLPEGKMPSEKTENRPVGGSILDRMGFDPVHPDVLAGQLAMPAADLYAALLELELDGSVAAM 387
NTDB id 1120 NGFG RS10355 WP 020997408.1 KDTPDTGRRTVQTAY..APPPAAKMPSEGAAGGTAVGGILDKMGFDPIHPDVLAGQLAMPAADLYAALLELELDGSVAAM 385
NTDB id 1122 OK783 RS09595 WP 003705341.1 KDTPDTGRRAVQTAY..APPPAAKMPSEGAAGGTAVGGILDKMGFDPVHPDVLAGQLAMPAADLYAALLELELDGSVAAM 385
NTDB id 1250 GCO85 RS13065 WP 027219989.1 KPIFS..........................LASGKENLVKFIGFETTTIDQIIDRSGYGMEQVTSGLAELELKGAVIAV 350
NTDB id 1388 A4U84 RS04945 WP 062924099.1 PSLFDTK.......PKQAVKSEPKFAKNLPELTACQQQLFEQISLEPISVDDLAKATDMAVETALIELLNLELLGVVKQV 368
NTDB id 89065 OCU74 RS00610 WP 087483003.1 NELFPSL.....................IDDEELPFAEVLANVGVKATPVDILATRTHIPVHEVMRQLLELELSGHVVAV 371
NTDB id 1399 DSB67 RS15600 WP 010645755.1 .DLFSAP.....................IDEEELPFPQLLANVGNEATPVDILASRTNIPVQEVMMQLLELELSGHVVAV 359
NTDB id 1152 A1552VC RS00200 WP 000654772.1 ATLFSAV.....................QSDEELPFPELLANVGIEATPIDILASRTQIPVQDIMMQLLELELLGHVVAV 361
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NTDB id 1043 H0N27 RS16615 WP 168727007.1 SGLYLRCRS.. 376
NTDB id 1073 ABD1 RS00865 WP 015451369.1 SGLYLRCRS.. 376
NTDB id 1094 KZH42 RS01320 WP 002224767.1 PGGRYQRIRT. 397
NTDB id 1089 NMB RS00600 WP 002224767.1 PGGRYQRIRT. 397
NTDB id 1120 NGFG RS10355 WP 020997408.1 PGGRYQRIRT. 395
NTDB id 1122 OK783 RS09595 WP 003705341.1 PGGRYQRIRT. 395
NTDB id 1250 GCO85 RS13065 WP 027219989.1 PGGYIRCEYER 361
NTDB id 1388 A4U84 RS04945 WP 062924099.1 RGGYVIT.... 375
NTDB id 89065 OCU74 RS00610 WP 087483003.1 AGGYIRKGRG. 381
NTDB id 1399 DSB67 RS15600 WP 010645755.1 SGGYIRKGRG. 369
NTDB id 1152 A1552VC RS00200 WP 000654772.1 PGGYIRKGRG. 371
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