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NTDB id 89062 Pcarn RS16565 WP 261837032.1 MNANTPKKSLPRFIEDRLDFFLQDRIESNLNKKHLVQGKIPTTDAIVLQSNDYLSLSQNIQIQRAHQRAISANDDNVVMS 80
NTDB id 1155 A1552VC RS17030 WP 001039912.1 ....MNKPQLPDFIQNKIDHYIENYFDINKNGKHLVLGKQASPDDIILQSNDYLALANHPLIKARLAKSLLEEQQSLFMS 76
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NTDB id 89062 Pcarn RS16565 WP 261837032.1 AIFQQDELVKPEFETELAQFMGMESCLLAQSGWAANIGLLQTICAEGVPVYIDFFAHMSLWEGAKIAGADIHPFMHNNTN 160
NTDB id 1155 A1552VC RS17030 WP 001039912.1 ASFLQNDYDKPMIEKRLAKFTGFDECLLSQSGWNANVGLLQTICQPNTNVYIDFFAHMSLWEGARYANAQAHPFMHNNCD 156
consensus ! ! ! * !! ! !! ! ! * !!! !!!! !!*!!!!!!! * *!!!!!!!!!!!!!!!* ! ! !!!!!!!*

logo HLRKML IAQRHYGKPGI I LVVDS IVYSTI
LGTI

LAPLAEETI
L
C
V
D
NIASKQETFSEGCALLVVDESHSLGTHGPNQGAGLLVAKEQLGLSTHREQVDHF IMTAVSLAK

NTDB id 89062 Pcarn RS16565 WP 261837032.1 HLRKLIARYGKGIILVDSVYSTIGTLAPLETICDIAQTSECALVVDESHSLGTHGPQGAGLVKQLGLSHQVDFITVSLAK 240
NTDB id 1155 A1552VC RS17030 WP 001039912.1 HLRMLIQRHGPGIIVVDSIYSTLGTIAPLAELVNISKEFGCALLVDESHSLGTHGPNGAGLLAELGLTREVHFMTASLAK 236
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NTDB id 89062 Pcarn RS16565 WP 261837032.1 TFAYRAGAILGSKKISQTLPFVSFPAIFSSAMLPSEIARLDTTLEEIRLAETKRKRLFSHAQTLRKGLKSIGFKVRSQSQ 320
NTDB id 1155 A1552VC RS17030 WP 001039912.1 TFAYRAGAIWCNNEVNRCVPFISYPAIFSSTLLPYEAAGLETTLEIIESADNRRQHLDRMARKLRIGLSQLGLTIRSESQ 316
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NTDB id 89062 Pcarn RS16565 WP 261837032.1 IVALECGNERNTERVRDFLEDNNIFGSVFCRPATTKNSNIIRFSLCADLDQQDIDDILTVCQLAYDNPELEFI 393
NTDB id 1155 A1552VC RS17030 WP 001039912.1 IIGLETGDERNTEKVRDYLESNGVFGSVFCRPATSKNKNIIRLSLNSDVNDEQIAKIIEVCSDAVNYGDFYFR 389
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