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V IGEPLVIYCQRLPPANDYLPANPEAAL IVTGITPQKAMNKSEQGLASEPEF IATAR
NTDB id 89019 OCU48 RS06970 WP 141345289.1 .MHTDQPTFFFFDYETWGVSPAKDRPCQFAGVRTDADLNVIGEPLVIYCRPPADYLPNPEAALVTGITPQKAMKEGLSEPEFITA 84
NTDB id 1141 GTF74 RS08270 WP 001183680.1 MQQEHQPTFFFFDYETWGVNPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQLPNDYLPAPEAALITGITPQKANSQGLAEPEFIAR 85
consensus * * *!!!!!!!!!!!!!! !!!!!!*!!!!!!!! ! !*!!!!!!!!! *! !!!! !!!!!*!!!!!!!! !! !!!!!

logo IHANELMSRTPNTCINTLGYNS IVRFDDEVTRYTCYRNF IDEPYAEWSWYKQHNGNSRWDLLDVLMRACHALRPEGI
V
E
NWPEKNDDEGFNTSFKRLEHLSVA

NTDB id 89019 OCU48 RS06970 WP 141345289.1 IHNEMSRPNTCTLGYNSVRFDDEVTRYTCYRNFIEPYEWSYKNGNSRWDLLDVMRACHALRPEGVNWPKNDEGNTSFRLEHLSVA 169
NTDB id 1141 GTF74 RS08270 WP 001183680.1 IHAELSTPNTINLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQHGNSRWDLLDVLRACHALRPEGIEWPENDDGFTSFKLEHLSVA 170
consensus !! !*! !!!* !!!!!*!!!!!!!!!!!!!!!!*!! !!* *!!!!!!!!!!*!!!!!!!!!!* !! !!*! !!!*!!!!!!!
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NTDB id 89019 OCU48 RS06970 WP 141345289.1 NGIEHSNAHDAMADVYATIEMAKKIKQSQPKLFDFFFKHRGKQKLNSLVDIVNMTPLVHVSGMLSTEHQKTALIAPIGWTPIK.. 252
NTDB id 1141 GTF74 RS08270 WP 001183680.1 NGIEHSNAHDAMADVIATIELAKKVKAAQPKLFDYFFTMRHKRKLTELIDIVNQTPLMHVSGMLGRERHYTSWIVPIAWHPTNQN 255
consensus !!!!!!!!!!!!!!! !!!!*!!!*! !!!!!!*!! *!*! !! !*!!!! !!!*!!!!!! !** ! ! !!*!*! **

logo ALVITVVDLGTKQDI
P
Q
TPL ILELDTADEETI

L
K
Q
A
DRLYTKRRYESDLAEEPDGEQLP I

VPVKLVHLNKCP I LAPALGKTVLTATDEANAI EQHKI
T
G
QIDKRDEKQCLAQHRLQNQLVI

L
L
RQHP

NTDB id 89019 OCU48 RS06970 WP 141345289.1 ALITVDLTQDITPLIELTADEIKDRLYTKRSDLEEGQLPIPVKLVHLNKCPILAPLGVLTTDAIEHTQIDKDKCLQRQQLLLQHP 337
NTDB id 1141 GTF74 RS08270 WP 001183680.1 AVIVVDLGKDPQPLLELDAETLQARLYTRYEDLAPDELPVPVKLVHLNKCPILAPAKTLTAENAQKIGIDREQCLAHLNVIRQHP 340
consensus !*! !!! !* !!*!! !* * !!!!* !! * !!*!!!!!!!!!!!!!!! !! * * !!** !! * *** !!!
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NTDB id 89019 OCU48 RS06970 WP 141345289.1 QIREKLDTVFLENRQFPVSPNIEEQLYNGFFSPADKAQMRIIREAKPEVLGSLDIQVTDPRIAPLLFNYRARNFFHTLTDQEQKR 422
NTDB id 1141 GTF74 RS08270 WP 001183680.1 EIREKLVTVFSQEREFNQESDVDSQLYAGFFSPADRAAMEIIRTTAPENLGSLAIRVADKRIEPLLFRYRARHYPHTLTDTEQRR 425
consensus !!!!! !!! ! !* * ** !!! !!!!!!!*! ! !!! !! !!!! ! ! !*!! !!!! !!!!***!!!!! !!*!

logo WALALHCRDKYFEQRENLVEPGNYLMLNLENSLGVHTEQHQAGDEPHKKMAKI LKAS IVYHYVEKQLAVCS
NTDB id 89019 OCU48 RS06970 WP 141345289.1 WLLHCRDKFEQEVPNYLLNLESLGTQHQGDEHKMKILKAIYHYVEQLVS 471
NTDB id 1141 GTF74 RS08270 WP 001183680.1 WAAHCRDYFERNLEGYMLNLENLVHEHQADPKKMAILKSVYHYVEKLAC 474
consensus ! !!!! !! ** !*!!!! ! * !!*!**!! !!! *!!!!! ! *
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