
logo MSKVSNSTVTKVDEEQFDFDEDSEGAFLDELVLNETLTDANELVSTSDEELVAVEAGATSEVDETVREDEFYDEAVSTASKSLDATQLMYLGSE IGFSPLLTAEEE I
VLYARRAL

NTDB id 88994 OCU45 RS12545 WP 072955848.1 MSKSNSVTKVDQFDFDSGAFDLNTLDNEVSSD.......ATSVETREDYEVTSKSLDATQLYLGEIGFSPLLTAEEEILYARRAL 78
NTDB id 1183 GTF74 RS11590 WP 000116737.1 MSVSNTVTKVEEFDFEDEALEVLETDAELTSDEELVAVEGASEDVREEFDASAKSLDATQMYLSEIGFSPLLTAEEEVLYARRAL 85
consensus !! !!*!!!!* !!!* ! ** ! !**!!******** ! * !!*** * !!!!!!!*!! !!!!!!!!!!!!!*!!!!!!!

logo RGDEAARKRMIESNLRLVVKI SRRYSNRGLALLDL I EEGNLGL IRAVEKFDPERGFRFSTYATWWIRQTI ERALMNQTRTIRLP I
NTDB id 88994 OCU45 RS12545 WP 072955848.1 RGDEAARKRMIESNLRLVVKISRRYSNRGLALLDLIEEGNLGLIRAVEKFDPERGFRFSTYATWWIRQTIERALMNQTRTIRLPI 163
NTDB id 1183 GTF74 RS11590 WP 000116737.1 RGDEAARKRMIESNLRLVVKISRRYSNRGLALLDLIEEGNLGLIRAVEKFDPERGFRFSTYATWWIRQTIERALMNQTRTIRLPI 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo HVVKELNIYLRTARELSQKRLDHEPTAPEDE IAFLELDKRPSVDDVSTKMLRLNER I SSVDTP IGGDGDKALLDI ILPDASHKHNAYDPEFYSTEQDDD
NTDB id 88994 OCU45 RS12545 WP 072955848.1 HVVKELNIYLRTARELSQKLDHEPTAEDIAFELDKSVDDVSKMLRLNERISSVDTPIGGDGDKALLDIIPDAKHYDPEYSTEDDD 248
NTDB id 1183 GTF74 RS11590 WP 000116737.1 HVVKELNIYLRTARELSQRLDHEPTPEEIALELDRPVDDVTKMLRLNERISSVDTPIGGDGDKALLDILPDSHNADPEFSTQDDD 255
consensus !!!!!!!!!!!!!!!!!!*!!!!!!*!*!! !!!**!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!*!! ** !!!*!! !!!

logo IKRESSLLHNWLDELNPKQKEVLARRFGLLGYEPSTLEEVGKRE INLTRERVRQIQVEGLRRLRE I LLVKQGLNMEASLFDNVESYDEEN
NTDB id 88994 OCU45 RS12545 WP 072955848.1 IKSSLLHWLDELNPKQKEVLARRFGLLGYEPSTLEEVGKEINLTRERVRQIQVEGLRRLREILLKQGLNMESLFDVESEE 328
NTDB id 1183 GTF74 RS11590 WP 000116737.1 IRESLLNWLDELNPKQKEVLARRFGLLGYEPSTLEEVGREINLTRERVRQIQVEGLRRLREILVKQGLNMEALFNVEYDN 335
consensus !* !!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!! !! !! *
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