
logo

MQSEQLPQKSRYLLMVEDTASVAAVLYRSTYLETPLDIDINIVGTGKRDEAI
LES ILEGKRREPDL I LLDLRLPDMTGMDVLHYAEVKERKSY

NTDB id 88982 OCU45 RS04930 WP 072962825.1 MQSEQLPQKSRYLLMVEDTASVAVLYRTYLEPLDIDINIVGTGKEALESLEKREPDLILLDLRLPDMTGMDVLHEVKRKY 80
NTDB id 1157 A1552VC RS03895 WP 001888250.1 ..............MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKS 66
consensus **************!!!!!!!!! !!!*!! !!!!!!!!!!!!**!*!!* *!!!!!!!!!!!!!!!!!!!!!* !! !

logo PDVP I
V
I
VFMTAHGS IDTAVEAMRHYGAQDFL IKPCEADRLRVTVNNAIRKASKI

LKNSDSVDDNPKRNSQNYQGF IGSSQTMQAVYRT
NTDB id 88982 OCU45 RS04930 WP 072962825.1 PDVPVIFMTAHGSIDTAVEAMRYGAQDFLIKPCEADRLRVTVNNAIRKASKIKSDSDDPRSQNYQGFIGSSQTMQAVYRT 160
NTDB id 1157 A1552VC RS03895 WP 001888250.1 PDVPIVFMTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDVD.NKNQNYQGFIGSSQTMQAVYRT 145
consensus !!!!**!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!*! ! !*** !!!!!!!!!!!!!!!!!!!

logo IDSAAASSKAS I F ITGESGTGKEVCAEAIHAASKRRGDKPF IA INCAAIPKDL I ESELFGHVKGAFTGAATDERQGAAEALADG
NTDB id 88982 OCU45 RS04930 WP 072962825.1 IDSAAASKASIFITGESGTGKEVCAEAIHAASRRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATDRQGAAELADG 240
NTDB id 1157 A1552VC RS03895 WP 001888250.1 IDSAASSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADG 225
consensus !!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!! !!!

logo GTLFLDELCEMDLDLQTKLLRF IQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRAE
NTDB id 88982 OCU45 RS04930 WP 072962825.1 GTLFLDELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRE 320
NTDB id 1157 A1552VC RS03895 WP 001888250.1 GTLFLDELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRA 305
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo RCGDDVI E IAYSLLGFYMSKEEEGKDFVRLASAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEQGKRE ITLDSMLPPPLNQMPKSAEPS IYLN
NTDB id 88982 OCU45 RS04930 WP 072962825.1 RCDDVIEIAYSLLGYMSKEEEKDFVRLAAEVVERFRQYEWPGNVRQLQNVLRNVVVLNQGKEITLSMLPPPLNQPKESYL 400
NTDB id 1157 A1552VC RS03895 WP 001888250.1 RGDDVIEIAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQMSAPIN 385
consensus !*!!!!!!!!!!!!*!!!!! !!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !*!!!! !!!!!!!!* *

logo RLAVLQPLMAMEHENRKPVSVHE I FPLWMTEKMQAI ENQAIDEACDEGNIPKRAAGTYLDEVSPSTIYRKLQSTWNAEEKEVKNAEKEKER
NTDB id 88982 OCU45 RS04930 WP 072962825.1 RLVQPMMEERKPSVHEIFPLWMTEKMAIENAIDACEGNIPKAAGYLEVSPSTIYRKLQSWNAEENA..... 466
NTDB id 1157 A1552VC RS03895 WP 001888250.1 R.ALPLAHENKVSVHEIFPLWMTEKQAIEQAIEACDGNIPRAATYLDVSPSTIYRKLQTWNEKVKEKEKER 455
consensus !* !* *! !*!!!!!!!!!!!!! !!!*!!*!!*!!!!*!! !!*!!!!!!!!!!!*!! *****
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