
logo MSMVDSNTAVATKVEDEFLDNFQENDGEAEALEVALESTVDAELTSDEELELPVATAVEKAGAPASERDEAVKREEFDASAKNSLDATQLMYLGSE IGFSPLLTAEEEVLYARRAL
NTDB id 88962 OCU28 RS09475 WP 261815956.1 MSMDNTAAKVEDLNQNGEEAEVASV.......ELEPTAKAPAREAKEEFDASAKNLDATQLYLGEIGFSPLLTAEEEVLYARRAL 78
NTDB id 1183 GTF74 RS11590 WP 000116737.1 MSVSNTVTKVEEFDFEDEALEVLETDAELTSDEELVAVEGASEDVREEFDASAKSLDATQMYLSEIGFSPLLTAEEEVLYARRAL 85
consensus !!* !! !!!* ! !! *******! * ** * *!!!!!!!! !!!!!*!! !!!!!!!!!!!!!!!!!!!!!

logo RGDEAARKRMIESNLRLVVKI SRRYSNRGLALLDL I EEGNLGL IRAVEKFDPERGFRFSTYATWWIRQTI ERALMNQTRTIRLPS I
NTDB id 88962 OCU28 RS09475 WP 261815956.1 RGDEAARKRMIESNLRLVVKISRRYSNRGLALLDLIEEGNLGLIRAVEKFDPERGFRFSTYATWWIRQTIERALMNQTRTIRLSI 163
NTDB id 1183 GTF74 RS11590 WP 000116737.1 RGDEAARKRMIESNLRLVVKISRRYSNRGLALLDLIEEGNLGLIRAVEKFDPERGFRFSTYATWWIRQTIERALMNQTRTIRLPI 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!

logo HVVKELNIYLRTARELSQKRLDHEPTAPEE IALQEQLDKRPVDDVSTKMLRLNER I
VSSVDTP IGGDGDKALLDI ILPDI

S
H
NNASDPEFVSTQDDED

NTDB id 88962 OCU28 RS09475 WP 261815956.1 HVVKELNIYLRTARELSQKLDHEPTAEEIAQQLDKPVDDVSKMLRLNERVSSVDTPIGGDGDKALLDIIPDINNSDPEVSTQDED 248
NTDB id 1183 GTF74 RS11590 WP 000116737.1 HVVKELNIYLRTARELSQRLDHEPTPEEIALELDRPVDDVTKMLRLNERISSVDTPIGGDGDKALLDILPDSHNADPEFSTQDDD 255
consensus !!!!!!!!!!!!!!!!!!*!!!!!!*!!!! !!*!!!!!*!!!!!!!!*!!!!!!!!!!!!!!!!!!*!! *! !!! !!!!*!

logo IKREHSL ILDNWLDELNPKQKEVLARRFGLLGYEPSTLEEVGRE INLTRERVRQIQVEGLRRLRE I LLVKQGLNMEASLFNFVDESYDEN
NTDB id 88962 OCU28 RS09475 WP 261815956.1 IKHSLIDWLDELNPKQKEVLARRFGLLGYEPSTLEEVGREINLTRERVRQIQVEGLRRLREILLKQGLNMESLFNFDSE. 327
NTDB id 1183 GTF74 RS11590 WP 000116737.1 IRESLLNWLDELNPKQKEVLARRFGLLGYEPSTLEEVGREINLTRERVRQIQVEGLRRLREILVKQGLNMEALFNVEYDN 335
consensus !**!!* !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!! !!! * **
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