
logo MPLLDSFTVDHTKRMHNAPAVRVAKKTMQTTPGKGDTITVFDLRFTMQPNKADI
LLSEARGIHTLEHLYAGFMRDNHLNGDSQSVE I IDI SP

NTDB id 88959 OCU28 RS09360 WP 261815942.1 MPLLDSFTVDHTKMHAPAVRVAKKMTTPGGDTITVFDLRFTQPNKALLSEAGIHTLEHLYAGFMRDHLNGDSVEIIDISP 80
NTDB id 1156 A1552VC RS01665 WP 001130227.1 MPLLDSFTVDHTRMNAPAVRVAKTMQTPKGDTITVFDLRFTMPNKDILSERGIHTLEHLYAGFMRNHLNGSQVEIIDISP 80
consensus !!!!!!!!!!!!*!*!!!!!!!! ! !! !!!!!!!!!!!! !!! *!!! !!!!!!!!!!!!!! !!!! !!!!!!!!

logo MGCRTGFYMSL IGATPSTEQSEQVAQAWLAAMQDVLKVESTQENKQIPELNEYQCGTAAMHSLEDEAKAIAKQGNI
V
I
V
A
DAGI SVNKRNDELA

NTDB id 88959 OCU28 RS09360 WP 261815942.1 MGCRTGFYMSLIGTPSESEVAQAWLAAMQDVLKVETQNKIPELNEYQCGTAAMHSLEDAKAIAQGIVDAGISVNKNDELA 160
NTDB id 1156 A1552VC RS01665 WP 001130227.1 MGCRTGFYMSLIGAPTEQQVAQAWLAAMQDVLKVESQEQIPELNEYQCGTAAMHSLEEAKAIAKNVIAAGISVNRNDELA 160
consensus !!!!!!!!!!!!! !*! !!!!!!!!!!!!!!!!*! !!!!!!!!!!!!!!!!!!*!!!!! ** !!!!!!*!!!!!

logo LPEESMLKNETLKVH
NTDB id 88959 OCU28 RS09360 WP 261815942.1 LPEEMLKTLKV. 171
NTDB id 1156 A1552VC RS01665 WP 001130227.1 LPESMLNELKVH 172
consensus !!! !! !!!*

X non conserved

X similar

X ≥ 50% conserved


