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V IGEPLVIYCQLPPNSDYLPANPEAAL IVTGITPQKALNQSEQGLAPEPEF IAAR
NTDB id 88953 OCU28 RS05300 WP 261817288.1 .MQAPQATFFFFDYETWGVSPAKDRPCQFAGVRTDSELNVIGEPLVIYCQPPSDYLPNPEAALVTGITPQKALQEGLPEPEFIAA 84
NTDB id 1141 GTF74 RS08270 WP 001183680.1 MQQEHQPTFFFFDYETWGVNPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQLPNDYLPAPEAALITGITPQKANSQGLAEPEFIAR 85
consensus * ! !*!!!!!!!!!!!! !!!!!!*!!!!!!!! * !*!!!!!!!!!!*! !!!! !!!!!*!!!!!!!! !!*!!!!!!
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SLGYNS IVRFDDEVTRYTCYRNF ILDPYAEWSWYKQHNGNSRWDLLDVLMRACHALRPEGI ENWPETNDEDQGFNTSFKLEHLSVA

NTDB id 88953 OCU28 RS05300 WP 261817288.1 IHAQLSQENTTSLGYNSVRFDDEVTRYTCYRNFLDPYEWSYKNGNSRWDLLDVMRACHALRPEGINWPTNEQGNTSFKLEHLSVA 169
NTDB id 1141 GTF74 RS08270 WP 001183680.1 IHAELSTPNTINLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQHGNSRWDLLDVLRACHALRPEGIEWPENDDGFTSFKLEHLSVA 170
consensus !!! !! *!! !!!!!*!!!!!!!!!!!!!!!*!!! !!* *!!!!!!!!!!*!!!!!!!!!!! !! !* ! !!!!!!!!!!!
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NTDB id 88953 OCU28 RS05300 WP 261817288.1 NGIEHSNAHDAMADVYATIELAKKVKQAQPRLFNFFYQHRGKNKLNSLVDIANMTPLVHVSGMLSNHL.KTAIVAPIGWTPQ..K 251
NTDB id 1141 GTF74 RS08270 WP 001183680.1 NGIEHSNAHDAMADVIATIELAKKVKAAQPKLFDYFFTMRHKRKLTELIDIVNQTPLMHVSGMLGRERHYTSWIVPIAWHPTNQN 255
consensus !!!!!!!!!!!!!!! !!!!!!!!!! !!!*!! *!* *!*! !! !*!! ! !!!*!!!!!! * * ! * !!*!*! **
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NTDB id 88953 OCU28 RS05300 WP 261817288.1 ALICVDLTKDISPLLNLDAQQIKTRLYTPRADLAPDQVPIPLKLVHLNKCPILAPLGVLTDDAITRTEIDKADCLSKLEQLKHSD 336
NTDB id 1141 GTF74 RS08270 WP 001183680.1 AVIVVDLGKDPQPLLELDAETLQARLYTRYEDLAPDELPVPVKLVHLNKCPILAPAKTLTAENAQKIGIDREQCLAHLNVIRQHP 340
consensus !*!*!!! !!* !!! !!! * !!!!* !!!!! *!*!*!!!!!!!!!!!!! !! * * !!* !! *! *****
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L
Q
RVAKDDKRI EKPLLFKRYRARHYFPHQTLTDQTEQKRQR

NTDB id 88953 OCU28 RS05300 WP 261817288.1 DIREKLDQVFSAAREFAKSCDVDQQLYDGFFNPSDKAQMQIIREADPQALGSMDLQVKDDRIKPLLFKYRARHYFQTLTDQEQKQ 421
NTDB id 1141 GTF74 RS08270 WP 001183680.1 EIREKLVTVFSQEREFNQESDVDSQLYAGFFSPADRAAMEIIRTTAPENLGSLAIRVADKRIEPLLFRYRARHYPHTLTDTEQRR 425
consensus *!!!!! !!! !!! *!!! !!! !!! ! !*! ! !!! ! !!!* * ! ! !! !!!!*!!!!!!**!!!! !!*

logo WALALHLCRDKYFEQRENLEPEGYMLNLEHNLGVEHEQHYQASDEPKRKMARI
VLKASVYHQYVEQKQLAVCS

NTDB id 88953 OCU28 RS05300 WP 261817288.1 WLLLCRDKFEQELPEYMLNLEHLGEQYQSDERKMRVLKAVYQYVQQLVS 470
NTDB id 1141 GTF74 RS08270 WP 001183680.1 WAAHCRDYFERNLEGYMLNLENLVHEHQADPKKMAILKSVYHYVEKLAC 474
consensus ! *!!! !! !* !!!!!!*! * *! !**!! *!! !!*!! ! *

X non conserved

X similar

X ≥ 50% conserved


