
logo MVEDTALSVAATLYQRGSYLATPSLDIDI ENI
LVGSSTGQRDQAI ETS IGQARNREIPDTL I LLDLKRLPDMTGMDVLKYAQVKREFKASPDKI

VP I
VVFMTAHGS I

NTDB id 88951 OCU28 RS03775 WP 261817424.1 MVEDTLSVATLYQGYLASLDIDIELVSSGQQAITSIQANIPTLILLDLKLPDMTGMDVLKQVREFAPKIPVVFMTAHGSI 80
NTDB id 1157 A1552VC RS03895 WP 001888250.1 MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKSPDVPIVFMTAHGSI 80
consensus !!!!! !!! !! !! *!!!!! *! *! !! !! ! !!!!!!*!!!!!!!!!! !*! ! *!*!!!!!!!!!

logo DTVAVEAMRHQGAQDFL ILKPCDEADNRLRVTI
V
N
S
K
N
A
V
I
L
H
R
K
QAQSKNLNKNPDLLVDIKNEKNTNQNTYQGF IGSSAQSTMQAKVYRTIDSAANSSKRAS I F ITG

NTDB id 88951 OCU28 RS03775 WP 261817424.1 DVAVEAMRQGAQDFLLKPCDANRLRVTISKVLHQAQNNKPLLIKETNTYQGFIGSSASMQKVYRTIDSAANSRASIFITG 160
NTDB id 1157 A1552VC RS03895 WP 001888250.1 DTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDVDNKNQNYQGFIGSSQTMQAVYRTIDSAASSKASIFITG 160
consensus ! !!!!!!*!!!!!!*!!!*! !!!!!* ** ! !* * * !!!!!!!! *!! !!!!!!!!! !*!!!!!!!

logo ESGTGKEVCAEAIHASAVSKNRGVDKQPF IA I
LNCAAIPKDL I ESELFGHVKGAFTGAASTDERKQGAAEALADNGGTLFLDELCEMDELDL

NTDB id 88951 OCU28 RS03775 WP 261817424.1 ESGTGKEVCAEAIHSVSNRVDQPFIALNCAAIPKDLIESELFGHVKGAFTGASTDRKGAAELANGGTLFLDELCEMELDL 240
NTDB id 1157 A1552VC RS03895 WP 001888250.1 ESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADGGTLFLDELCEMDLDL 240
consensus !!!!!!!!!!!!!! ! ! ! !!!!*!!!!!!!!!!!!!!!!!!!!!!!!! !*! !!!! ! !!!!!!!!!!!!*!!!

logo QTKLLRF IQTGTFQKVGSSKTLMKSRSVDVRFVCATNKRDPWKQEVCQEKGRFREDLYYRLYVIPLHQLPPLRAERGDDI
V
I
VE IAHYSLLGF

NTDB id 88951 OCU28 RS03775 WP 261817424.1 QTKLLRFIQTGTFQKVGSSTLSRVDVRFVCATNKDPWQEVCKGRFREDLYYRLYVIPLQLPPLRERGDDIVEIAHSLLGF 320
NTDB id 1157 A1552VC RS03895 WP 001888250.1 QTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRARGDDVIEIAYSLLGF 320
consensus !!!!!!!!!!!!!!!!!!! * !!!!!!!!!!*!!! !!* !!!!!!!!!!!!!!!!*!!!!! !!!!**!!!*!!!!!

logo MSKVEEGSKDFNVRFLSADEVLVEKRFLRAQYEPWPGNVRQLQNVI
LRNI

VVVLNEQGEREQI
V
E
TLDMLPPSPLDNQSLMDSAINPDINYRSALVNPLVAHQEF I EPLNVDKEV

NTDB id 88951 OCU28 RS03775 WP 261817424.1 MSVEESKDFNRFSADVLKRFLAYPWPGNVRQLQNVIRNIVVLNQGEQVELDMLPSPLDSLDINDYSAVNVAQFIEPLVDE 400
NTDB id 1157 A1552VC RS03895 WP 001888250.1 MSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQMSAPINRALPLAHE....NKV 396
consensus !! !! !!! ! !!*!* !! !*!!!!!!!!!!!*!!*!!!! ! * !!!!!*!! * * !***!* ****

logo

Q
S
P
V
A
H
E
TI FIPLAWMQI

TEKHQAVI EQRAI EQALCDNGNS IPARAANTQYLDVSAPSTIYRKI
L
E
Q
R
TWENEKGKHVGKEKEKER

NTDB id 88951 OCU28 RS03775 WP 261817424.1 QPATIIPLAQIEKHVIERAIQLCNGSIPAAANQLDVSASTIYRKIERWEKGHG...... 453
NTDB id 1157 A1552VC RS03895 WP 001888250.1 SVHEIFPLWMTEKQAIEQAIEACDGNIPRAATYLDVSPSTIYRKLQTWNEKVKEKEKER 455
consensus ** ! !! !!* !! !! ! ! !! !! !!!!*!!!!!!* ! * ******

X non conserved

X similar

X ≥ 50% conserved


