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NTDB id 300 STER RS07485 WP 011681496.1 SDKGGQAVSKDGKINLNTATSEQLQT.ISGIGAKRAEDVIAYRESHGGFQSVDDLKNVSGIGDKTLDKIRESLYVA 231
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NTDB id 1362 HI 1008 AAC22669.1 AEAQVAPAVVSDKLNINTATASEIQKSLTGIGAKKAEAIVQYREKHGNFXNAEQLLEVQGIGKATLEKNRDRIIF. 112
NTDB id 88950 OCU28 RS03120 WP 261817418.1 .DNG.KYEGIEVRININTATSEELAAMLIGVGQTKAEHIVAFREVHGAFKSADDLQLVKGIGAATVDKNRQRIEL. 85
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 .AAQ.VEEGIVITVNINTASAEELATLLKGIGLKKAQAIVDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL. 103
NTDB id 1150 A1552VC RS08580 WP 001166105.1 .AAQ.VEEGIVITVNINTASAEELATLLKGIGLKKAQAIVDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL. 103
NTDB id 1395 DSB67 RS04445 WP 010649155.1 .KAD.KYEGIEITVNVNSATAQEIATLLIGIGEKKAQDIVEYRNEHGPFKTAADLTKVKGIGEATVRKNEDRILL. 95
NTDB id 1294 VP RS04495 WP 021449594.1 .KAD.KYEGIEITVNINTASAEEIATMLKGIGEKKAQSIVDYRTEHGPFKTAADLTNVKGIGEATIKKNEDRILL. 94
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